2D Structure Local AU | _Position | Conservation | Predicted B

Imperfect
7798 match 7818
5'-ggacATGTTAGCT-CTACTTCa -3' UTR
g8 (1 1T THT =T T e "muMHTACTTCmHmum ................. ! [] Cj
3' -uugaUA GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
23193 match 23214
5'-gtaTATGAAGGCCT-CTATCTCa -3' UTR
2 NIRRT .manmTATCTthmum" ............... ! [] C]
3' -uugAUA GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
25583 match 25603
37 ATTTGACCT-CTATCTCc -3' UTR
gggg| IR ....|||||TATCTC||||||....,,,, ................ ! D @
3' -uugaUACGUUGGAUGAUGGAGa-5' miRNA Imperfect
7 65 43 2
Seed
Imperfect
29042 match 29060
5' - cgCTATGCGGT---CTATCTCt -3' UTR
g|||H|::: VRN .mHMTATCTCmHmum ................. ! [] Cj
3' -uuGAUA GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
30177 match 39198
5' - cgCTACTACTA-CTACTACTTCt -3' UTR
g|||| RN mmummTACTTthmum" ............... ! [] C]
3' -UUGAU- A GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
30198 match 30222
5'-tagTACTGCTACTACTGCTACTTCt -3 UTR
g||||| (T 110111 - e mnmumTACTTthmum. ................ ! [] Cj
3' -uugAU-ACGUUG- - GAUGAUGGAGa-5' miRNA Imperfect
7 65 43 2
Seed
Imperfect
31051 match 31076
5'-agaaATGGAATCTAGACCCTGCCTCa -3' UTR
g (1 T1:T1] TR .mummTGCCTthmum ................. ! [] Cj
3'-uugaUA GGAU- - - -GAUGGAGa-5' miRNA Imperfect
765432
Seed
31325 7mer-m8 31347
5' - tcCCAGGCAATCTGACTACCTCt-3' UTR
R 1
3' -UuGAUA GGA-UGAUGGAGa-5' MiRNA  wooeoeoecreesees .......u|||| CTACCTC”IIu........ ................ [] @
2165432 7mer-m8
Seed
Imperfect
60228 match 60250
5'-ttcacaGTGATCTACCTGCCTCt -3' UTR
R RI e mnmumTGCCTthmum. ................ ! [] C]
3'-uugaua GGAU-GAUGGAGa-5' miRNA Imperfec
7 65 43 2
Seed
Imperfect
65658 match 65680
5'-acTTATGCCCAACTCCTATCTCe -3 UTR
AT T L0 T .mHMTATCTCmHmum ................. ! [] C]
3' -UUGAUA GGAUGAUGGAGa-5' miRNA Imperfec
765432
Seed
Imperfect
74013 match  74e35
5'-ctcacaGTGATCTACCTGCCTCt -3 UTR
Foa 1T 10T .mHmTGCCTthmum" ............... ! [] C]
3'-uugaua GGAU-GAUGGAGa-5' miRNA Imperfect
765432
Seed
82971 7mer-m8 82993
5'-gcCTGCTGTGACTTCCTACCTCc-3" UTR
AR Y 1
3' -UuGAU- A GGAUGAUGGAGa-5' MiRNA coeeceeceeens ........nlll CTACCTC”IIu........ ................ [] @
765432 7mer-m8

Seed



__________________ 2DStructure | Local AU |__Position ____| Conservation | Predicted B

Imperfect
1318 match 1339
5'-tgCCATCTGACCTGCTGCCTCt -3" UTR
g| C o TTT 0T T T e ."mHMHTGCCTC"mnm"" ................ ! [] C]
3' -uuGAUA GGAUGAUGGAGa-5' miRNA [mperfect
765432
Seed
Imperfect
4217 match 4237
5'-tgCTTTGC--CCTGACTGCCTCc -3" UTR
g|| LT 1T IT:TTT T T e m"mumTGCCTC"mnm"" ................ ! [] C]
3' -UuuGAUA GGA-UGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
4820 match 4843
5'-tcCTAGGC-ACCTAGCTCTGCCTCt -3" UTR
[T T TR m"mumTGCCTC"mnm"" ................ | [] C]
3' -UuuGAUA GGAU- - - GAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
12306 match 12327
5'-aggccTTCACTCTGCTGCCTCc -3" UTR
ge LT :T:T0:000T T e ."mHMHTGCCTC"mum"" ................ | [] C]
3'-uugauA GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
20005 match 20027
5'-acaatTCCAAGGCTGCTGCCTCt -3" UTR
FTET TT0TT T T e m"mumTGCCTC"mum"" ................ | [] C]
3' -uugauA -GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
20886 match 20907
5'-ggTTGTGCTGCTTGCTATCTTt -3" UTR
gg:|ﬂ|| R R m"muMTATCTTmmm"m ................ ! [] Cj
3' -UuGAUA GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
34396 match 34418
5'-aaCTCAGAAATCTGCCTGCCTCt -3" UTR
F1 T TT:00: TETTT T e m"mumTGCCTC"mum"" ................ ! [] C]
3' -uuGAUA GGAU-GAUGGAGa-5' miRNA Imperfect
765432
Seed
47736 8mer 47757
5'—gaaaaagatagacff?ff??fa—3' UTR
!
3'-uugaua ggaUGAUGGAGa-5" MiRNA .cvceciennns .....u||I|| CTACCTCA|||||...,,,, .................. D @
765432 8mer
Seed
Imperfect
71109 match 71128
5'-ctCAATG--ACTTCCTGCCTCt -3" UTR
LT TT:D D000 T e ."mHMHTGCCTC"mum"" ................ ! [] C]
3' -UuuGAUA GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
74361 match 74382
5'-caggAAGCCACTCACTGCCTCc -3" UTR
gg| (T 0T TTETTET T s ."mHMHTGCCTC"mum"" ................ ! [] C]
3' -uugaUA GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Offset
79778 émer 79799
5'-ctgacTGCTTCCAACTACCTgg-3" UTR
g [T |||H||gg ................. m"muMCTACCTmmm"m ................ ! [] C]
3' -uugauACGUUGGAUGAUGGAga-5' miRNA Offset 6mer
765432

Seed



__________________2DStructure ______________| Local AU [__Position ___] Conservation | Predicted B

4021 /mer-m8 4041
5'-aaCTAGTGTGG--TTCTACCTCt-3"' UTR
[ L=z 1 LITELT !
3' -uuGAU-A GGAUGAUGGAGa-5" MiRNA  ceoecevrerems ........mllll CTACCTC"Iqu........ .............. D @
765432 7mer-m8
Seed
Imperfect
5028 match 5948
5' - AAGTATCCT-CTACTTCt -3' UTR
cagg| R R R ...unllllllTACTTC”"IInm... ................ ! |:| @
3' -uugaUA GGAUGAUGGAGa-5' miRNA Impertect
7 65 432
Seed
21264 7mer-m8 21285
5'-gtCTAGGGTGTAAACTACCTCt-3' UTR
| [ e LLLTLLT |
3' -uuGAUA GGAUGAUGGAGA-5"' MIRNA cooeoeeeerieee .......u|||| CTACCTC"IIlu....... ................ D @
765432 Tmer-m8&
Seed
31267 7mer-m8 31287
5'-ctTTATTCTATGT-CTACCTCc-3"' UTR
AU REEREUIN |
3' -uuGAUA GGAUGAUGGAGa-5' MiRNA coeceerinems ......unlll CTACCTC"IIu........ ................ D @
765432 7mer-m8
Seed
Imperfect
31332 match 31353
5'-taaacac TAATCTTCTACTTCt -3' UTR
C:||w| IR ."mHMHTACTTC”mumu" ................ ! [] C]
3' -uugaua GGAUGAUGGAGa-5' miRNA FpeCiect
765432
Seed
Imperfect
33320 match 33343
5'-aaCTATAGAGACTTTCCTACTTCt -3' UTR
aa N R R R e ...unlllllTACTTC”"IIHH... ................. ! I:l @
3' -uuGAUA G- GAUGAUGGAGa-5' miRNA Imperfect
7 65 43 2
Seed
Imperfect
39633 match 39657

5'-caaTATGCCCAGTACCACTATCTCt -3" UTR

R T ""mHMHTATCTC”mumum ............... ! [] C]

Imperfect

3' -uugAUA G-GAUGAUGGAGa-5" miRNA
765432
Seed
41196 7mer-m8 41217
5'-gaactccCAATCTTCTACCTCc-3" UTR
RN 1
3'-uugaua GGAUGAUGGAGa-5" MiRNA  woeoeeeeeeem cemillcTACCTCMmmuesers.... [] @
z65432 7mer-m8
Seed
41734 7mer-m8 41756
> AT
!
3' -uugaUA GGAUGAUGGAGa-5' MiRNA  eeeoeeevrreeens ........|||I|| CTACCTC"In........,, ............... [] @
765432 7mer-m8
Seed
Imperfect
46631 match 46652
5'-atCTCACCAGCCCCCTGCCTCc -3 UTR
[l C1:TT T - e ""mHMHTGCCTC”mumum ............... ! [] C]
3" -UUGAUACGUUGGAUGAUGGAGa-5" miRNA Imperfect
7 65 43 2
Seed
Imperfect
49418 match 49440
5'-gtCTGAGTCAGCCCTCTGCCTCt -3' UTR
& R R R R R — ""mHMHTGCCTC”mumum ............... ! [] C]
3' -UUGAUA GGAUGAUGGAGa-5' miRNA spericet
765432

Seed



_________________2DStructure _____________| Local AU [__Position ____| Conservation | Predicted B

Imperfect
5764 match 5785
5'-ccacAGGTAGTCAGCTATCTCa -3' UTR
R R "mumumTATCTC"mum.". .............. ! [] C]
3' ~uugaUACGUUGGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
18951 match 18973

'- TCTGAAATCCACCTGCCTCt -3" TR
> taC| |C| 1] :?C |CC|| 1 |t S ....mllllllTGCCTC"llllnm... ................ | |:] @

3' - uuGAUA GGAU- GAUGGAGa-5' miRNA Imperfect

Seed
19165 7mer-m8 19187
5'-tcTTATG-AGGCTACTCTACCTCt-3"' UTR
UL = L L |
3' -UUGAUA GGAU- - GAUGGAGA-5" MiRNA  coreeeoerrenns ........ullll CTACCTC"In........,. ............... [] @
765432 7mer-m8
Seed
Imperfect
20343 match 20364
5'-ttCCATAGGAGCC-ACTACTTCt -3' UTR
FTL 1 L0 TTHTT ] - e "mumumTACTTC"mum.". .............. ! [] C]
3' -UUGAUA GGAUGAUGGAGa-5' miRNA gt
765432
Seed
Imperfect
25953 match 25974

5'-ttCTGT- CAACCCAGCTGCCTCa -3" UTR

Ll THITT T TETTIT T eemmeemnnnens .m"mumTGCCTC"m"m"m ............... ! [] C]

Imperfect

3' -uuGAUA GGAU-GAUGGAGa-5' miRNA
Seed
43360 7mer-m8 43379
5'-gtaacTCCAACT--CTACCTCt-3' UTR
AR !
3'-uugauA GGAUGAUGGAGa-5" MiRNA  eoccoeniiens ........ullll CTACCTC"IIlu........ ............... D @
765432 7mer-m8
Seed
46141 7mer-m8 46163
5'-taCAAACCATTCTCTCTACCTCt-3" UTR
L1 <l L] ! T
3' -uuGAUA GGA-UGAUGGAGa-5"' MiRNA  ceoeecevrenens ........ullll CTACCTC"IIlu........ ............... D @
765432 7mer-m8
Seed
Imperfect
48481 match 48503
5'- CACCCATACTACTTCa -3' UTR
ggcagcall [ ||H||:||a ................. ."mum”TACTTC"mum"" ................ ! [] (:)
3' -uugaua GG-AUGAUGGAGa-5' miRNA Imperfect
7 65432
Seed
53354 /mer-m8 53376
5'-ctgTAAACTACCTACCTACCTCt-3" UTR
CE L TLEEE Tt 1
3'-uugAUA GGAU-GAUGGAGa-5"' MiRNA  coeeceerinonns .......u|||| C7TACCTXC||II||........ ................ [] @
765432 mer-m
Seed
Imperfect
65228 match 65250
5'-ggcagcaCACCCATACTACTTCa -3' UTR
ggcag a|| (T UITITT: 1T e .""mnH”TACTTC"“Hmu"" ............... ! [] E:J
3' -uugaua GG-AUGAUGGAGa-5' miRNA spericel
765432
Seed
Imperfect
67826 match 67847
5'-ttTTCTGCTACCTGCTGTCTCt -3' UTR
R R R N m"mumTGTCTC"mum"" ................ ! [] C]
3' -UUGAUA GGAUGAUGGAGa-5' miRNA Imperfect
765432

Seed



L 2DStructure Local AU |_____Position ____] Conservation | Predicted B

Imperfect
4373 match 4394
-t CCATCTGACCTGCTGCCTCt 3' UTR
g| IR T .mum"MTGCCTCm"mnmu ............... ! [] C]
3' -UUGAUA GGAUGAUGGAGa-5' miRNA Impertect
765432
Seed
Imperfect
7272 match 7292
5'-tgCTTTGC--CCTGACTGCCTCc -3' UTR
g||||| [T 11111 T e .mumuMTGCCTthmm"" ............... ! [] Cj
3' -UUGAUA GGA-UGAUGGAGa-5' miRNA [mperfect
765432
Seed
Imperfect
7875 match 7898
5'-tcCTAGGC-ACCTAGCTCTGCCTCt -3" UTR
T 1T 11T F1ETTIT T e .mumuMTGCCTC"mum"m ............... ! [] C]
3' -UUGAUA GGAU- - - GAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
15361 match 15382
5'-aggccTTCACTCTGCTGCCTCc -3" UTR
== (T :T1ET1:TTIT T e .mumuMTGCCTthmum" ............... | [] C]
3'-uugauA GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
23060 match  23@82
5'-acaatTCCAAGGCTGCTGCCTCE -3 UTR
R R R R |mum"MTGCCTCm"mnmu ............... ! [] C]
3' -uugauA -GGAUGAUGGAGa-5' miRNA Imperfect
7 65432
Seed
Imperfect
23941 match 23962
TTGTGCTGCTTGCTATCTTt 3" UTR
“E8 e RN R mumHMTATCTT"mum"" ................ ! [] C]
3' - UUGAUACGUUGGAUGAUGGAGa-5" miRNA Imperfect
765432
Seed
Imperfect
37451 Mmatch 37473
5'-aaCTCAGAAATCTGCCTGCCTCE -3" UTR
LT 11T T1TTT - e mum"MTGCCTCm"m"m. ................ ! [] C]
3' -uuGAUA GGAU-GAUGGAGa-5' miRNA Imperfect
Seed
50791 8mer 50812
-gaaaaagatagacf??f??ffa-3' UTR
!
3'-uugaua ggaUGAUGGAGa-5' mMiRNA .ccvceieeusns .....||||II||| CT@CCTCA'I".....,,,,, ................ |:| @
765432 mer
Seed
Imperfect
74164 match 74183
5'-ctCAATG--ACTTCCTGCCTCt -3" UTR
LT 1T TE0TIT - e mum"MTGCCTCm"m"m. ................ ! [] C]
3' -UuGAUA GGAUGAUGGAGa-5' miRNA LIpETIECE
Seed
Imperfect
77416 Mmatch 77437

5'-caggAAGCCACTCACTGCCTCc -3' UTR
| 11

R R "mumuMTGCCTthmumm .............. ! [] C]

3' -uugaUA GGAUGAUGGAGa-5' miRNA Imperfect

765432

Seed



Imperfect
3430 match 3451
5'-gcCT-TGAAATCTACCTGCCTCt -3"' UTR

3' -uuGAUA GGAU-GAUGGAGa-5"' miRNA

765432

Seed

Imperfect
3648 match 3668
5‘-ccCTA-GTGACATACTGCCTCt—3' UTR

3' -uuGAUA GGAUGAUGGAGa-5" miRNA

765432

Seed

Imperfect
8006 match  g@28
5'-aaCTCAGAAATCTGCCTGCCTCt -3' UTR
LE L Il Ll

3' -uuGAUA GGAU-GAUGGAGa-5" miRNA

765432

Seed

12762 8mer 12782
‘-gaaaagaCAGAC ACTACCTCa-3" UTR

3'-uugaua GGAUGAUGGAGa-5" miRNA

765432

Seed

Imperfect
19782 match 19804
5'-gtaacaGCAGTTTCACTACTTCa -3'" UTR

3'-uugaua GGA- UGAUGGAGa—S miRNA

765432

Seed

Imperfect
38912 match 38933
5'-gcgcctctctCCTGCTGCCTCt -3' UTR

3'-uugaua GGAUGAUGGAGa—S miRNA

765432

Seed

Imperfect
39476 match 39498
-aaCTCAGAAATCTGCCTGCCTCt -3 UTR
LE L Il Ll

3' -uuGAUA GGAU-GAUGGAGa-5" miRNA

765432

Seed

40196 8mer 40218
-gaTrGGCCAGCACTTCTACCTCa 3" UTR

3! -uuéAUA G- GAUGAUGGAGa-5' miRNA

v

765432
Seed
47703 gmer 47723
5‘—acaaagaf?GA?—ff?ffT{fa—3‘ UTR
3' -uugauacGUUGGAUGAUGGAGa-5" miRNA
765432
Seed
48042 7/mer-Al 48064
5'-atCTCTGCATGTATATTACCTCa-3" UTR
AR A
3' -uuGAUA GGAUGAUGGAGa-5' miRNA
765 432
Seed
Imperfect
56586 match 56609
ST T
3' -uuGAUA GGAUGAUGGAGa-5' miRNA
765432
Seed
Imperfect
69077 match 69103
5‘-gcaTATTTG?ﬁ?TCAA?GC?IG??I?c-3‘ UTR
3' -uugAUA GA---U--GAUGGAGa-5' miRNA
765432
Seed
77394 8mer 77414

5'-tcaaagaCAAAC-ACTACCTCa-3" UTR

3'-uugaua GGAUGAUGGAGa-5" miRNA

765432

Seed

Imperfect
86748 match 86770
5'—aaﬁTCA?AT?TﬁTGC?WG??I?t—3' UTR

3' -uuGAUA GGAU-GAUGGAGa-5" miRNA

765432

Seed

90403 7mer-m8 9@424
5'-ttgagtctccagatCTACCTCt-3" UTR
[LTLLL

3'-uugaua ggauGAUGGAGa-5" miRNA

765432

Seed

el TGCCTC 11

Imperfect

el TGCCTC 11

Imperfect

ceonnttll TGCCTC 10

Imperfect

ernanlllCTACCTCA e

8mer

el TACTTC [ltseen

Imperfect

el TGCCTC 11

Imperfect

ot TaceTC M.,

Imperfect

CTACCTCA|I||..........

8mer

CTACCTCAm"m

8mer

el TTACCTCA 111
Tmer-Al

eennntll TGCCTC s,

Imperfect

el TGCCTC e,

Imperfect

wenmilllcTACCTCAluren

8mer

el TGCCTC M,

Imperfect

el TACCTC e,

7Tmer-m8&

]

___________________ 2DStructure _______________| Local AU Predicted B

@

0@

0@

0@

0@

0@

@



L 2DStructure Local AU L_____Position ____| Conservation | Predicted B

Imperfect
642 match 663
5'-tgCCATCTGACCTGCTGCCTCt -3" UTR
g| NI R s .m"muMTGCCTC"mum"m ............... ! [] Cj
3' -UUGAUA GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
3541 match 3561
5'-tgCTTTGC--CCTGACTGCCTCc -3" UTR
g|| (1T 1T TTIETTIT e ""mHMHTGCCTC""mum". ............... ! [] C]
3' -UuuGAUA GGA-UGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
4144 match 4167
5'-tcCTAGGC-ACCTAGCTCTGCCTCt -3' UTR
(11 1T [1TTIT T e ""mHMHTGCCTC"m"m"m ............... ! [] C]
3' -uuGAUA GGAU- - -GAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
11630 match 11651
5'-aggccTTCACTCTGCTGCCTCc -3" UTR
= IR T .m"muMTGCCTC"mum"m ............... ! [] Cj
3'-uugauA GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
19329 match 19351
5'-acaatTCCAAGGCTGCTGCCTCt -3" UTR
TR N e .m"muMTGCCTC"mum"m ............... | [] C]
3' -uugauA -GGAUGAUGGAGa-5' miRNA Imperfect
7 65432
Seed
Imperfect
20210 match 20231
5'-ggTTGTGCTGCTTGCTATCTTt -3" UTR
gg:|ﬂ|| R R R m"muMTATCTTmnm"m. ................ ! [] C]
3' -uuGAUA GGAUGAUGGAGa-5"' miRNA Imperfect
765432
Seed
Imperfect
33720 match 33742
5'-aaCTCAGAAATCTGCCTGCCTCt -3" UTR
T T 11T T - s mumHmTGCCTC"mum"" ................ ! [] C]
3' -UuGAUA GGAU-GAUGGAGa-5' miRNA Impericet
Seed
47060 gmer 47081
5'-gaaaaagatagacff?fff?fa—3‘ UTR
!
3'-uugaua ggaUGAUGGAGa-5" MiRNA .cocceeercsns .......u||I|| CT/iCCTCAhIIlm...... ................ D @
765432 mer
Seed
Imperfect
70433 match  7@452
5'-ctCAATG--ACTTCCTGCCTCt -3" UTR
CUIE 1T TE0TIT - eennn ."mHMHTGCCTC""mum" ................ ! [] C]
3' -UuGAUA GGAUGAUGGAGa-5' miRNA Imperfect
Seed
Imperfect
73685 match 73706
5'-caggAAGCCACTCACTGCCTCc -3" UTR
gg| LT TT: TTE:TTT T e m"mHMHTGCCTC"mumum. .............. ! [] C]
3'-uugaUA GGAUGAUGGAGa-5' miRNA Imperfect

765432

Seed



_________________ 2DStructure | Local AU [__Position____] Conservation | Predicted B

Imperfect
193 match 213
5'-tgCTTTGC--CCTGACTGCCTCe -3' UTR
g|| LT 1T TTETTIT T i "muMHTGCCTC”mum". ................. ! [] C]
3' -uuGAUA GGA-UGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
796 match  g19
5'-tcCTAGGC- ACCTAGCTCTGCCTCt -3' UTR
T 1T 11T LTI - e m"mumTGCCTC”mum"" ................ ! [] C]
3' -UuGAUA GGAU- - - GAUGGAGa-5' miRNA [mperfect
7 65 43 2
Seed
Imperfect
8282 match 8303
5'-aggccTTCACTCTGCTGCCTCe -3' UTR
= LT 100000 e .m"muMTGCCTCmmumm. ............... ! [] C]
3' -uugauA GGAUGAUGGAGa-5' miRNA [mperfect
765 432
Seed
Imperfect
15981 match 16003
5'-acaatTCCAAGGCTGCTGCCTCt -3' UTR
TTT T T e .m"muMTGCCTCmnm"m" ............... ! [] Cj
3' -uugauA - GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
16862 match 16883
5'-ggTTGTGCTGCTTGCTATCTTt -3' UTR
gg: CITT T 0:T1T 00— e ......ulllllTATCTT”llllm..... ................ || |:| @
3' -UUGAUA GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
30372 match 39394
5'-aaCTCAGAAATCTGCCTGCCTCt -3' UTR
FlsTl: TETTET T e m"muMTGCCTC”mum"" ................ ! [] C]
3' -UUGAUA GGAU-GAUGGAGa-5' miRNA [mperfect
7 65432
Seed
43712 8mer 43733
5‘-gaaaaagatagac?fffff?fa-3‘ UTR
!
3'-uugaua ggaUGAUGGAGa-5"' MiRNA  eececeeens .......u|||| CTACCTCAlllm....... ................. D @
765432 8mer
Seed
Imperfect
67085 match 67104
5' - ctCAATG--ACTTCCTGCCTCt -3' UTR
UL LD T T T e .m"muMTGCCTCmmumm. ............... ! [] C]
3' -UuGAUA GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
70337 match 70358
5'-caggAAGCCACTCACTGCCTCc -3' UTR
ggl LT 0T TTETTIT - i "muMHTGCCTC”mum". ................. ! [] C]
3' -uugaUA GGAUGAUGGAGa-5' miRNA Imperfec
765432
Seed
Imperfect
77947 match 77968
5' - tgCCATCTGACCTGCTGCCTCt -3' UTR
g| RN R RN m"mumTGCCTthm"m. ................ ! [] C]
3' -UUGAUA GGAUGAUGGAGa-5' miRNA Imperfect
7 65 43 2
Seed
79679 7mer-m8 79703
5'-gggtcccTG?TTTGTGG?T???T?C-3' UTR
83 3 |
3'-uugaua GGA- - -UGAUGGAGa-5"' MiRNA  .ooecoceeeerens .......u|||| CTACCTC"IIm....... ................ [] @
765432 7mer-m8

Seed



2D Structure ______________| Local AU [__Position __] Conservation | Predicted B

8087 8mer 8108
5'-gctccgtCATTAAACTACCTCa-3" UTR
(1= TLETELT |
3'-uugaua GGAUGAUGGAGa-5' MiRNA  eeccrsmnrns ........|||I|| CTACCTCAlIn..... D @
265432 8mer
Seed
Imperfect
12805 match 12827
5'-aactcaaaAACCTGCCTGCCTCt -3' UTR
aa||H|: R mumHmTGCCTC"mumu" ................ ! [] C]
3'-uugaua GGAU-GAUGGAGa-5' miRNA Impertect
Seed
Imperfect
16570 match 16592
5'-aaCTCTGAAATCTGCCTGCCTCt -3' UTR
T LT T T1TTT T eeeeemeeeenan ."mnm”TGCCTC"mum"" ................ | [] C]
3' -UuGAUA GGAU-GAUGGAGa-5"' miRNA Imperfect
Seed
Imperfect
19920 match 19942
5'-aaCTCAGAAATTTACCTGCCTCt -3' UTR
CU T Tl TETTIT T e m"mum”TGCCTC"mum"m. .............. ! [] C]
3" -UUGAUACGUUGGAU-GAUGGAGa-5" miRNA Imperfect
7 65432
Seed
Imperfect
20246 match 20268
5'-ttCTTGGGAGTCTAGCTGCCTCt -3' UTR
T T T TLTTIT T e ""mnmnTGCCTCHMHmum ............... | [] C]
3' -UUGAUA GGAU- GAUGGAGa-5' miRNA il
765 432
Seed
Imperfect
23019 match 23941
5'-aaCTCAGAAACCTGTCTGCCTCt -3' UTR
1T LT TEETHT T e ""mnmnTGCCTC"m"mum ............... ! [] C]
3' -UUGAUA GGAU- GAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
26127 match 26148
5'-a2aaTCTGCCAGTCT-CTGCCTCc -3' UTR
IR R I ——— ."mnm”TGCCTC"mum"" ................ | [] C]
3" -uugAUA GGAUGAUGGAGa-5' miRNA Impertect
Seed
27192 7mer-m8 27214
5'-aaTTATGTACAATTGCTACCTCt-3' UTR
SR !
3' -UuGAUA GGAUGAUGGAGa-5" MiRNA  ceoceeceeresens .......mllll CTACCTC"Iqu....... D @
765432 7mer-m8
Seed
Imperfect
32210 match 32231
5'-gggtagagtACCTTCTACTTCt -3' UTR
gggtagae LTI TITT:1T - e ""muH”TACTTC"mumu" ................ ! [] E:J
3'-uugaua GGAUGAUGGAGa-5' miRNA Impertect
Seed
Imperfect
38273 match 38292
5'-atCCATGT-GCCT-CTGCCTCt -3' UTR
TR N R R N R —— mumHmTGCCTC"mumu" ................ | [] Cj
3' -UUGAUACGUUGGAUGAUGGAGa-5"' miRNA Imperfect
Seed
52115 8mer 52136
5'-acaacccTGAGATTCTACCTCa-3" UTR
ol L] |
3'-uugaua GGAUGAUGGAGa-5" MiRNA  ccvirns ........nllll CTA;CCTCAlllm........ ................ D @
765432 8mer

Seed



___________________ 2DStructure _______________| Local AU |___Position ___| Conservation | Predicted B

Imperfect
6720 match 6741
5' -gcCT-TGAAATCTACCTGCCTCt -3' UTR
g . el TGCCTC M. v ] ™

SRR M
3' -UUGAUA GGAU-GAUGGAGa-5' miRNA Imperfect

765432

Seed
Imperfect
6938 match 6958
5'-ccCTA-GTGACATACTGCCTCt -3' UTR
. : S cicreyyel | v n ™

||||-||||||-I||I """"""""
3' -uuGAUA GGAUGAUGGAGa-5' miRNA Imperfect

765432

Seed
Imperfect
11296 match 11318
5'-aaCTCAGAAATCTGCCTGCCTCt -3' UTR
N TR ."mHMHTGCCTC"mum"" ................ ! [] C]
3' -UUGAUA GGAU-GAUGGAGa-5' miRNA Imperfect
AAnias
Seed
16052 gmer 16072
-gaaaagaCAGAC-ACTACCTCa-3" UTR
(1= [ TLEPLLTT !
3'-uugaua GGAUGAUGGAGa-5' MiRNA oooeeeeerens .......mlll CTASCCTCAlllm....... ................. [] @
165432 8mer
Seed
Imperfect
23972 match 23094
-gtaacaGCAGTTTCACTACTTCa -3' UTR
e Tecsl 1T T e ""mHMHTACTTC"mum"m ............... ! [] C]
3'-uugaua GGA-UGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
422@2 match 42223
-gcgeetctctCCTGCTGCCTCt -3" UTR
gce NI .mumumTGCCTC"mum"m ............... ! [] Cj
3'-uugaua GGAUGAUGGAGa-5' miRNA Imperfect
N
Seed
Imperfect
42766 match 42788
5'-aaCTCAGAAATCTGCCTGCCTCt -3' UTR
TEIEEE ensntll TGCCTC M. v n ™

[ R A
3' -uuGAUA GGAU-GAUGGAGa-5" miRNA Imperfect

765432

Seed
43486 gmer 43508
-gaTTGGCCAGCACTTCTACCTCa-3" UTR
Sl sl L LHTELT !
3' - UUGAUA G-GAUGAUGGAGa-5' MiRNA ooceoeeoseenns .......mlll CTACCTCAlllm....... ................. [] @
165432 8mer
Seed
50993 8mer 51913
5'-acaaagaCAGAC-ACTACCTCa-3" UTR
[]: [TITLLT !
3'-uugaua GGAUGAUGGAGa-5' MiRNA ooeoceveerens ........u|||| CTACCTCAlllm........ ................ [ @
765432 8mer
Seed
51332 7mer-Al 51354
T [ [
ol S L I O, el TTACCTCANInmnns e e !
3' -UUGAUA GGAUGAUGGAGa-5' miRNA " TmerAl " [] @
7 65432
Seed
Imperfect
59876 match 59899
-gcCTATGCTTCAGCTCCTGCCTCc -3' UTR
& RN CTL TN T e ."mHMHTGCCTCmHmum. ................ ! [] C]
. Imperfect
3' -uuGAUA GGAUGAUGGAGa-5' miRNA PEbes
765432
Seed
Imperfect
72367 match 72393
caTATGTGACCTCAAAGCCTGCCTCc -3' UTR
"8 S R mHM"TGCCTC"mnm"" ................ ! [] C]
s Imperfect
3' -uugAUA GGA---U--GAUGGAGa-5"' miRNA REICS
7 65432
Seed
80684 8mer 80704
5‘-tcaaagaf??Af-f?{fff{fa-3‘ UTR
!
3'-uugaua GGAUGAUGGAGa-5' MiRNA ccoocerecomeeonns — CTAXCCTCA“I"....... .................. [ @
765432 mer

Seed



_________________2DStructure _____________| Local AU [__Position ___| Conservation | Predicted B

Imperfect
3490 match 3511
5'-aatggcGCCACCTACTGCCTTc -3" UTR
ge LT ITTUITL: 1T T e ."mumﬂTGCCTT"mum"" ................ | [] C]
3'-uugauaCGUUGGAUGAUGGAGa-5" miRNA Imperfect
765432
Seed
Imperfect
22129 match 22150
5'-agCTTGGTGACCTCCTATCTCt -3' UTR
g|| R R R e ."mum”TATCTC"mum"" ................ ! [] C]
3" -UUGAUACGUUGGAUGAUGGAGa-5" miRNA Imperfect
765432
Seed
Imperfect
25927 match 25948
5'-tgCTGGGATGACTACTACTTCa -3' UTR
g||: ] (TITT:1T ° eeeeeeeenas ."m"m”TACTTC"mum"" ................ | [] C]
3' -UUGAUA GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
35090 match 35110
5'- ATTTGACCT-CTATCTCc -3' UTR
A ST TUE:TIE T e m"mumﬂTATCTC"mum"m. .............. ! [] (:]
3'-uugaUA GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
41961 8mer 41983
5'-tatgATGGAATGATGCTACCTCa-3' UTR
FETFl: Tl !
3' -uugaUA G-GAUGAUGGAGa-5' MiRNA  ceerrmems ........u||I| CTACCTCA|I|||... D @
765432 8mer
Seed
Imperfect
46574 match 46594
5'-caagGTGC-ACTTCCTGCCTCt -3' UTR
g:|H TR .mumnMTGCCTC"m"m"m ............... ! [] C]
3" -uugaUA GGAUGAUGGAGa-5' miRNA Imperfect
7 65 43 2
Seed
Imperfect
71395 match 71414
5'-tgCTATGC-ACC-ACTACTTTt -3' UTR
g|||||| CET T s e .mumHMTACTTT"mHmum ............... ! [] Cj
3' -uuGAUA GGAUGAUGGAGa-5' miRNA [mperfect
765432
Seed
Imperfect
72977 match 72998
5'-aatgggtCAACATTCTACTTCc -3' UTR
28 MR ""mum”TACTTC"mum"m ............... ! [] C]
3'-uugaua GGAUGAUGGAGa-5' miRNA [mperfect
765432
Seed
78632 7mer-m8 78651

5'-tataccGTGAC--ACTACCTCt-3" UTR

AR |

3'-uugaua GGAUGAUGGAGa-5"' MiRNA cecevecvienns .......mlll CTACCTC"IIu........ ................ D @
765432 7mer-m8
Seed

84760 7mer-m8 84780

5'-tagTGGGCAAATT-CTACCTCc-3" UTR

[= LLET =0 LI |
3'-uugAUA GGAUGAUGGAGa-5"' MiRNA eocvecinenns .......mlll CTACCTC"IIu........ ................ D @
765432 7mer-m8
Seed
Imperfect
91013 match  91@36
5'-acaaATGCACCCCCATCTGCCTCt -3' UTR
T 1T 1 T T e ""m"mﬂTGCCTC"mum"m ............... ! [] C]
3' -uugaUA GGAU-GAUGGAGa-5' miRNA [mperfect
765432

Seed



_________________2DStructure ______________| Local AU [__Position ___| Conservation | Predicted B

Imperfect
7228 match 7249
5'-aatggcGCCACCTACTGCCTTc -3' UTR
g CTTITTL T e ."mumﬂTGCCTT"mum"" ................ ! [] C]
3'-uugaua GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
25867 match 25888
5'-agCTTGGTGACCTCCTATCTCt -3' UTR
g|| Fos LT T T mumnMTATCTthmum. ................ ! [] C]
3' -uuGAUA GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
29665 match 29686
5'-tgCTGGGATGACTACTACTTCa -3' UTR
g||: L T ""mum”TACTTC"mum"m ............... ! [] C]
3' -uuGAU GGAUGAUGGAGa-5' miRNA [mperfec
765432
Seed
Imperfect
38828 match 38848
5'- ATTTGACCT-CTATCTCc -3' UTR
gggg|| T THT:T1 .""mnH”TATCTC"hmum". ............... ! [] E:)
3'-uugaUA GGAUGAUGGAGa-5' miRNA [mperfect
765432
Seed
45699 8mer 45721
5'—tatgf??Gf?TGA?GTT?T?T?a—3' UTR
: : Y
3'-uugaUA G-GAUGAUGGAGa-5" MiRNA  .rccceeomnins ........n|I| CTACCTCA|I|||........ ................. D @
765432 8mer
Seed
Imperfect
50312 match 50332
5'-caagGTGC-ACTTCCTGCCTCt -3' UTR
g:|||||:| TR ""mumﬂTGCCTC"mum"m ............... ! [] C]
3'-uugaUA GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
75133 match 75152
5'-tgCTATGC-ACC-ACTACTTTt -3' UTR
g|||||| (1T TTIT =1 eeeeeeenamn m"mumﬂTACTTT"mum"m. .............. ! [] C]
3' -UUGAUA GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
76715 match 76736
5'-aatgggtCAACATTCTACTTCc -3' UTR
gge CTIT T THT LT T e ."m"m”TACTTC"mum"" ................ ! [] C]
3'-uugaua GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
82370 7mer-m8 82389
5'-tataccGTGAC--ACTACCTCt-3' UTR
AR !
3' -uugaua GGAUGAUGGAGa-5' MiRNA cvervoms .....||||II||| CTACCTC"IIm........ ............... D @
765432 7mer-m8
Seed
88498 7mer-m8 88518
5'-tagTGGGCAAATT-CTACCTCc-3' UTR
[= 00T =0 TTTLLL] !
3' -uugAUA GGAUGAUGGAGa-5' MiRNA ocorecrcerrern cilllcTACCTCiumenerne... [ @
765432 7mer-m8
Seed
Imperfect
94751 match 94774
5'-acaaATGCACCCCCATCTGCCTCt -3' UTR
T 1T 1 TIETTIT T e ""mum”TGCCTC"mum"m ............... | [] C]
3'-uugaUA GGAU-GAUGGAGa-5' miRNA [mperfect
765432

Seed



8291 7mer-m8 8312
m.-nmmmnﬂ>ﬁmﬁﬂ>ﬂaﬂﬂﬂﬂﬂﬂﬂn-w. UTR
3'-uugauA GGAUGAUGGAGa-5"' miRNA

7 6543 2
Seed
Imperfect
10227 match 10248
T
3" ~UUGAUACGUUGGAU- GAUGGAGa-5" miRNA
7 6543 2
Seed
21447 7mer-m8 21468
m.-nﬁﬂ>ﬂﬂqqqumﬂqﬂﬂwﬂﬂﬂﬂﬁ-w_ UTR
3' ~UUGAUACGUUGGAUGAUGGAGa-5" miRNA
7 65432
Seed
23077 7mer-m8 23997
m.-mmmnnﬂoawm->mﬂﬂﬂwﬂﬂﬂﬂﬁ-w_ UTR
3" -uugauACGUUGGAUGAUGGAGa-5" miRNA
7 65432
Seed
28929 /mer-m8 28959
RN,
3" -uugaUA GGAUGAUGGAGa-5' miRNA
7 65432
Seed
Imperfect
38922 match 38941
N
3' ~UUGAUACGUUGGAUGAUGGAGa-5" miRNA
765432
Seed
Offset
43566 émer 43587
m.-ﬁﬁqﬂnﬂﬂﬂwwm>>ﬂﬂﬂﬂﬂﬂﬂqﬁ-w. UTR
3' ~UUGAUACGUUGGAUGAUGGAGa-5" miRNA
765432
Seed
51142 7mer-m8 51165
m.-dnnqn>ﬂmﬁﬂq>nq>nnﬂﬂﬂﬂﬂﬂﬁ-w. UTR
| | L
3' -uuGAUA G-GAU- GAUGGAGa-5' miRNA
7 6543 2
Seed
Imperfect
79030 match 79051
5'-aatgATTCTCCCTGCTGCCTCa -3" UTR
[0 Lttt
3'-uugaUA GGAUGAUGGAGa-5' miRNA
7 65 43 2
Seed
Imperfect
96260 match 96282
m.-nnN®Q444H@@ﬁﬁ>4ﬁ4@ﬂ%ﬁ%ﬁ-w. UTR
g 1 |z
3'-uugaUA GGAUGAUGGAGa-5' miRNA

765432

Seed

2D Structure Local AU | Position | Conservation | Predicted B

Y | [5S ¥sieave | TA—

7mer-m8

willTaTeTc i,

Imperfect

ailllcaceTclm

7mer-m8

SRR | (o3 FXcloxve! || [THREG—

7mer-m8

..... || Ies INclox e\ || T G—

7mer-m8

aillreceTc i,

Imperfect

emeenttlleTACC T Mintsssene..

Offset 6mer

aillctacec ...

7mer-m8

Y| | icieeare | T—

Imperfect

______J_|>.ﬁOJ_|O______:
Imperfect




L 2DStructure | Local AU L____Position ____] Conservation | Predicted B

17088 7mer-m8 17110
5'-ttaTAG?TTTTfA?TTT?ffT?c-3‘ UTR
: !
3' -uugAUA GGAU-GAUGGAGa-5" MiRNA  oceeeeenins .......u||I| CTACCTC"IIn........ ................ D @
765432 7mer-m8
Seed
22471 8mer 22491

5'-ttgcAGGTAA-CAGCTACCTCa-3" UTR

NN !

3' -uugaUA GGAUGAUGGAGa-5' MiRNA  roccceeeesns .....u||II|| CTACCTCA||I||m..... ................. D @
765432 8mer
Seed

24206 7mer-m8 24228

5'-ggaTATAAATAGTAGCTACCTCt-3" UTR

[0 = <L |
3' -uugAUA GGAUGAUGGAGa-5' MiRNA  ooeeeeeeeeenns .......ulll CTACCTC"IIu....... ................. [] @
Z65432 7mer-m8
Seed
Imperfect
29550 match 29572
5'-aaCTCAGAAATCTGCCTGCCTCt -3' UTR
LT 1T TN T s ""muMTGCCTC"mum". ................. | [] C]
3' -UuGAUA GGAU-GAUGGAGa-5"' miRNA Imperfect
Seed
52140 7mer-m8 52161
5'-ttaatTTCATTCTACTACCTCt-3" UTR
AR |
3'-uugauA GGAUGAUGGAGa-5" MiRNA ccccvinenen .......ulll CTACCTC"IIu....... ................. D @
Z65432 7mer-m8&
Seed
52656 7mer-m8 52676
5‘-aaattcaaf?Tf?—Trfffrft—B‘ UTR
: |
3'-uugaua GGAUGAUGGAGa-5' MiRNA oceeceins .......u||I| CTACCTC"IIn........ ................ D @
765432 7mer-m8
Seed
Imperfect
57518 match 57540
5'-ccTTAATCAACTAAGCTATCTCa -3' UTR
R R T s mumHMTATCTC"mum"" ................ ! [] C]
3' -UuGAUA GGAU-GAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
70264 match 79287
5'-acCTTTTCCATCTACACTATCTCc -3' UTR
TR R mumHMTATCTC"mum"" ................ ! [] C]
3' -UuGAUA GGA--UGAUGGAGa-5' miRNA Imperfect
765432
Seed
96747 8mer 96769
5‘-ataTAA?TTGTTCfoTf?fT?a-3‘ UTR
o ol & '
3' -uugAUA GGAU-GAUGGAGa-5" MIRNA  eoecceensns .......u||I| CTAXCCTCA|II||........ ................. D @
7 65432 mer
Seed
Imperfect
97031 match 97051
5'-a2aaTAGGCAA-TGGCTGCCTCa -3' UTR
IT LT 2 cTL:0TIT T eeeeenennien mumuMTGCCTC"mum"" ................ | [] C]
3' -uugAUA GGAUGAUGGAGa-5' miRNA Imperfect
765432

Seed



Imperfect
21528 match 21551
5' -tgCTGTCCAGCCTGAGCTGCCTCa -3' UTR
I
3' -UuGAUA GGA- -UGAUGGAGa-5' miRNA

765432

Seed

Imperfect
23206 match 23228
5'-aa?TCA?A??T?TGC?TG??T?t-3' UTR

3' -uuGAUA GGAU-GAUGGAGa-5' miRNA

765432

Seed
Imperfect
33098 match 33119
5'-ctCTATCTCTATCT-CTATCTCt -3' UTR
A A
3' -uuGAUA GGAUGAUGGAGa-5' miRNA
7 65432
Seed
Imperfect
33122 match 33143
5'-ctCTATCTCTATCT-CTATCTCt -3' UTR
AR A
3' -UuGAUA GGAUGAUGGAGa-5' miRNA
765432
Seed
33152 7mer-m8 33173
5'-ctCTATCTCTACCT-CTACCTCt-3"' UTR
CEVE T TR LEEELT
3' -UuGAUA GGAUGAUGGAGa-5' miRNA
765432
Seed
33165 7mer-m8 33185
5'-tctacctCTACCT-CTACCTCt-3"' UTR
AR
3'-uugaua GGAUGAUGGAGa-5' miRNA
7 65432
Seed
33177 7mer-m8 33197
5'-tctacctCTACCT-CTACCTCt-3"' UTR
AR
3'-uugaua GGAUGAUGGAGa-5" miRNA
7 65432
Seed
33189 7mer-m8 33209
5'-tctacctCTACCT-CTACCTCt-3"' UTR
AR
3'-uugaua GGAUGAUGGAGa-5" miRNA
7 65432
Seed
33201 7mer-m8 33221
5'-tctacctCTACCT-CTACCTCt-3" UTR
AR
3'-uugaua GGAUGAUGGAGa-5" miRNA
7 65432
Seed
Imperfect
33244 match 33267
5'-ctaTATCTATATCTATCTATCTCt -3' UTR
AR AN
3' -uugAUA GGAU-GAUGGAGa-5' miRNA
7 6543 2
Seed
Offset
46999 émer 47021
5'-agagcTGCACATCTGCTACCTac-3" UTR
RN
3'-uugauA GGAUGAUGGAga-5' miRNA
765432

Seed

el TGCCTC Mo

Imperfect

.m"mum"TGCCTC"hmum"

Imperfect

-uullllll"lllTATCTC"II""IIIIHH

Imperfect

.muMHMHTATCTC"m"m""

Imperfect

............... m"mnM|CTACCTCMMum"m
7mer-m8

............... m"mnM|CTACCTCMMum"m
7mer-m8

.mnM|CTACCTCMMum"
7mer-m8

............... m"mHM|CTACCTC”m"m"m
7mer-m8

............... m"mHM|CTACCTC”m"m"m
7mer-m8

.....uulllllllTATC_TC""HIlnu.. ................

Imperfect

.m"mum"CTACCT"m"m"m
Offset 6mer

]

_________________ 2DStructure _____________| Local AU [__Position ___] Conservation | Predicted B
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2D Structure Local AU Predicted B

Imperfect
3461 match 3483
5'-ctgcGTGCAGACTTCCTGCCTCa -3" UTR
SR CIEGERR=S O | el TGCCTC ... v ] ™
3' -uugaUA GGAUGAUGGAGa-5' miRNA Impericos
765432
Seed
Imperfect
21760 match 21779
5'-ctCTAT-CTGCCT-CTGCCTCc -3' UTR
FITE T :TTL TITTIT - e "m"muMTGCCTC"mum"m. .............. ! [] C]

[ NS
3' -uuGAUA GGAUGAUGGAGa-5' miRNA [mperfect

765432

Seed

Imperfect

22058 match 22080
5'—ctcaca?CGATCCTCCTGCCTCt—3' UTR

Co1 TTL TITTIT — e ."mHMHTGCCTC"mumn" ................ ! [] C]

Imperfect

3'-uugaua -GGAUGAUGGAGa-5' miRNA
765432
Seed
Imperfect
23685 match 23706
5'-tcTTATTTGACCTTCAACCTCt -3" UTR
c:|||::||||| [TTIT e ""mHMHAACCTC"mHmnm ............... ! [] C]
3' -UUGAUACGUUGGAUGAUGGAGa-5' miRNA e iaiets
765432
Seed
Imperfect
26122 match 26143
5'-gtCTGTTCATCCTTCAACCTCt -3" UTR
& LT 1T 0T T T T e m"mHMHAACCTCmHmum". .............. ! [] C]

3' -UUGAUA GGAUGAUGGAGa-5' miRNA Imperfect

765432

Seed
26293 /mer-m8 26314
5'—gagcfrATfTTTG?frfffIft-3' UTR
[ !
3'-uugaUA GGAUGAUGGAGa-5' MiRNA . ceienin .......mllll C7TACCTXC"|||||........ ............... D @
765432 mer-m
Seed
28735 7mer-m8 28757
5‘—ccattaaaffAGrfoIffTIft—3' UTR
!
3'-uugaua GGAU-GAUGGAGa-5"' MIRNA  ceeceecermnins .......uulll CTACCTC"lqu....... ............... D @
765432 7mer-m8
Seed
Imperfect
29935 match 29957
5'-agaTGTGTCCCTTCACTACTTCa -3' UTR
g B R R m"mHMHTACTTC"mumnm. .............. ! [] C]

3' -uugAUACGUUGGA-UGAUGGAGa-5" miRNA gt

765432

Seed
Imperfect
31667 match 31686
5'-ggCGATG--ACTTCCTATCTCa -3" UTR
gg| 1] [Tl T |a ................. ....uulllllTATCTC"“Iqu.... ................ ! I:l @
3' -UUGAUACGUUGGAUGAUGGAGa-5' miRNA Impericct
765432
Seed
Imperfect
39010 match 39029
5'-atCTGTGT-GCCT-CTGCCTCc -3" UTR
a Flal: =00 T |C ................ .....uulllllTGCCTC"lIIluu..... ............... ! |:| @

3' -uuGAUA GGAUGAUGGAGa-5' miRNA Imperfect

765432

Seed



_________________ 2DStructure ______________| Local AU [___Position ____] Conservation | Predicted B

Imperfect
149 match 170
5' -aaCAAGGCAGCCTACAACCTCc -3' UTR
CTT:TTITT T T T i m"mHMHAACCTC"mumum. .............. ! [] C]
3' -UUGAUACGUUGGAUGAUGGAGa-5" miRNA Imperfect
765432
Seed
Imperfect
15239 match 15259
5'-atCT-TGCCCCCCACTGCCTCe -3' UTR
|| L1 1T TTETTIT T T e "nmuM"TGCCTC"mnmum ............... ! [] C]
3' -uuGAUA GGAUGAUGGAGa-5' miRNA Imperfect
Seed
Imperfect
16921 match 16942
5' -ccagAAGCAACATGCTGCCTCt -3' UTR
cc g| LTITT TET1:0T1T - ceeeeeemaaennn ""muM"TGCCTC"mnmum ............... ! [] C]
3' -uugaUA GGAUGAUGGAGa-5' miRNA Lmperticct
Seed
Imperfect
32374 match 32395
-ccTTAGGTATTCTCCTGCCTCc -3' UTR
S ||G|:|.?|Cﬁ| H||c =R m"manGCCTC"mum"" ................ | [] C]
3' uUGAUA GGAUGAUGGAGa-5' miRNA Imperfect
7 65432
Seed
Imperfect
41023 match 41045
= ACGA TGCCTCc -3'
e ggacG'I|' | : |(|:TTA'?C|| 11 |C SRR R ....nulllllTGCCTC"llllun.... ................ | D @
3' -uugaUACGUUGGA-UGAUGGAGa-5" miRNA Imperfect
765432
Seed
Imperfect
43134 match 43156
5'-aaCTCAGAAATCCTCCTGCCTCt -3' UTR
1 T TTE TETTT T eeeeennnaan "mumanGCCTC"mumum. .............. ! [] C]
3' ~uuGAUA -GGAUGAUGGAGa-5" miRNA Imperfect
765432
Seed
49882 7mer-m8 49992
5 -aaatcccttGTfT f?fff?fc 3' UTR
!
3'-uugaua GGAUGAUGGAGa-5" MiRNA  coeeecrerenrms .......ullll CTACCTC"IIm....... ................ D @
765432 7mer-m8
Seed
Imperfect
54753 match 54775
"o tcTTTTTCAGTTGTACTACTTCt -3' UTR
> tc:| | H:::G||?||“||t SRR ."mHMHTACTTC"mumu" ................ | [] C]
3' -UUGAUACGUUGG- AUGAUGGAGa-5" miRNA Imperfect
7 6543 2
Seed
Imperfect
58505 match 58527
5'-acagATGCTCCCTCTCTGCCTCe -3' UTR
g|||| (11 T1:0TIT T eeeeeennnaan m"mHMHTGCCTC"mumum. .............. ! [] C]
3' -uugaUACGUUGGA-UGAUGGAGa-5" miRNA Imperfect
765432
Seed
60994 7mer-m8 61014
e
: g !
3' -uuGAUA GGAUGAUGGAGa-5" MiRNA  cececcrerinrms .......ullll CTACCTC"IIlu....... ................ D @
765432 7mer-m8
Seed
Imperfect
71275 match 71296
0o CAGCCTTCTGCCTCt -3' UTR
>’ -ataatcc Il (|:(|:| (|:| n |‘t =R ....nulllllTGCCTC""Ilun.... ................ || D @
3' -uugaua GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
83251 match 83273
5'-tcCTGTAACCATCTACTGCCTCt -3' UTR
TN "mumanGCCTC"mumum. .............. ! [] Cj
3' ~UuGAUA GGAUGAUGGAGa-5' miRNA Imperfect
765432

Seed



_________________ 2DStructure ______________| Local AU [__Position ____] Conservation | Predicted B

Imperfect
1588 match 1608
N R
3' -uugaUACGUUGGAUGAUGGAGa-5" miRNA
765432
Seed
Imperfect
3299 match 3320
5'-aaCAAAGCATGTGACTATCTCa -3' UTR
L L T
3' -uuGAUA GGAUGAUGGAGa-5" miRNA
765432
Seed
Imperfect
8096 match 8117
5'-caTTGTGCAACTTACTATCTTg -3' UTR
AR NN
3" -uuGAUA GGAUGAUGGAGa-5" miRNA
7 65432
Seed
Imperfect
11285 match 11305
5'-ttagATG-AGTCTGCTATCTCt -3' UTR
SRR
3'-uugaUA GGAUGAUGGAGa-5" miRNA
7 65432
Seed
14426 7mer-m8 14449
5'-tgCTACTCACTACCCTCTACCTCt-3" UTR
A AR
3' -uuGAUA GGAUGAUGGAGa-5" miRNA
7 65432
Seed
15797 8mer 15820
5'-ccCTATGTAGCCCAGGCTACCTCa-3" UTR
LEPEL=t=00 1 LEEELT]
3' -uuGAUA GGAU- - GAUGGAGa-5"' miRNA
765432
Seed
Imperfect
17735 match 17755
5'-ttggATTCAGCCT-CTATCTCt -3' UTR
[ETE=000 T
3" -uugaUA GGAUGAUGGAGa-5" miRNA
765432
Seed
19139 7/mer-m8 19160
5'-ttcagcGTTATCTGCTACCTCt-3" UTR
N EARERRRRRY
3'-uugaua GGAUGAUGGAGa-5"' miRNA
765432
Seed
20237 8mer 20257
5'-tgCTATGT-GCATTCTACCTCa-3" UTR
AR R RN
3' -uuGAUA GGAUGAUGGAGa-5" miRNA
765432
Seed
Imperfect
25568 match 25589
5'-atggtTGCTATTTTCTATCTCt -3' UTR
N EEARR RN
3'-uugauA GGAUGAUGGAGa-5" miRNA
765432
Seed
Imperfect
25820 match 25841
5'-taaggaGAAATCTTCTGCCTCt -3' UTR
AR
3'-uugaua GGAUGAUGGAGa-5" miRNA
7

65432

Seed

el TGCCTC Mitnsene

Imperfect

""mHMHTATCTC"m"m"m

Imperfect

""mHMHTATCTT"m"m"m

Imperfect

""mHMHTATCTC"m"m"m

Imperfect

CTACCTC”lIIm......

7mer-m8

CTACCTCAllIlm......

8mer

""mHMHTATCTC"m"m.

Imperfect

CTACCTC”lIluu.....

7mer-m8

CTACCTCAllIlm......

8mer

ot TATCTC it

Imperfect

""mHMHTGCCTC"m"m"m

Imperfect

L]

™

0/Q

0Q



L 2DStructure | Local AU |_____Position ____] Conservation | Predicted B

Imperfect
17874 match 17895
5'-agCCAAGCAATCTGCTACTTgg -3' UTR
g| NITRIRINE |gg ................ ......mlllllTACTTG""Ium..... ............... ! I:' @
3' -UUGAUACGUUGGAUGAUGGAga-5" miRNA Imperfect
7 6543 2
Seed
Imperfect
20292 match 20314
5'-tctcaccCATATCTACTACTTCc -3' UTR
C|| B ""mHMHTACTTC"mHmum ............... | [] C]
3' -uugaua GGAUGAUGGAGa-5' miRNA Imperfect
7 6543 2
Seed
Imperfect
30535 match  3@556
5'-gggtagaatACCTTCTACTTCt -3' UTR
gggtagas R N .""muH"TACTTC""Huuu". ............... | [] (:)
3'-uugaua GGAUGAUGGAGa-5' miRNA Impertect
7 65432
Seed
Imperfect
33848 match 33869
5'-gcCCACGCAGGGTGCTGCCTCa -3' UTR
g I P N N e — ""mHMHTGCCTC"mHmum ............... ! [] C]
3' -UUGAUA GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
56099 match 56120
5'-tcCTGTCCAAATTGCTCCCTCc -3' UTR
TR ""mHMHTCCCTC"mHmum ............... ! [] C]
3' -uuGAUA GGAUGAUGGAGa-5' miRNA Imperfect
765432
Seed
Imperfect
60045 match 60066
5'-tcagAAGCAGTTAGCTATCTCc -3' UTR
gl [T1ec: (11T — eeeeeeeemnn m"muMTATCTC"mum"" ................ | [] C]
3' -uugaUA GGAUGAUGGAGa-5' miRNA Lot
765 432
Seed
72883 /mer-m8 72903
5'—acaaagaf?GAf—ffoffT?t—3' UTR
g !
3'-uugaua GGAUGAUGGAGa-5" MiRNA  woeeeereerens el TACCTC Mmsesseer [] @
765432 7mer-m8
Seed
Imperfect
79964 match 79986
' ~aaCTCAGAAATCTGCCTGCCTCt -3' UTR
> aaﬁ ¢ | ||:$|?Cﬁ|:|||| S L R ""muH"TGCCTC""Hnum. ................ | [] (:J
3' -UuGAUA GGAU-GAUGGAGa-5' miRNA Imperfeot
Seed
Imperfect
81344 match 81366
' ~aaCTCAGAAATCTGCCTGCCTCt -3' UTR
> aaﬁ|C | ||:$|€C?|:||||t SR L R ""muH"TGCCTC""Hnum. ................ ! [] (:J
3' -UUGAUA GGAU-GAUGGAGa-5' miRNA Imperfect
Seed
Imperfect
83842 match 83864

5'-atgaATGTGTATTGACTATCTCt -3" UTR

(112 Lo LT T 0 i "m"mumTATCTC"mum"m. .............. ! [] C]

3' -uugaUA GGAUGAUGGAGa-5' miRNA gt

765432

Seed



L 2DStructure Local AU |_____Position ___| Conservation | Predicted B

Offset
2480 émer 2499
5'-ttCCTCT-GTTGG-CAGTCAgt-3" UTR
(T 1]z H||||g ................. mumHMCAGTCA"mumu" ................ ! [] C]
3' -ggGGAG GUUGGUCAGUgU-5"' miRNA Bisehomer
765432
Seed
6307 7mer-m8 6329

5'-tgacaagaGTCAGCACAGTCACc-3" UTR

RN !

3'-ggggag GUUG-GUCAGUGU-5" MiRNA  cooeeeeeevereres ......u||I|| CAGTCAC"I"......,,, ................ D @
765432 7mer-m8
Seed

9433 8mer  g454

5'—gacagTICATTATTCAGTCACa—3' UTR

AR |
3'-ggggat GUUGGUCAGUGU-5" MiRNA  cccereenins .......|||I|| CAiTCACA||II||....... ................. L] @
765432 ‘mer
Seed
20323 7mer-Al 29344
5'-ttCTTTATGTATACTAGTCACa-3"' UTR " h
L R R R e —— el TAGTCACA I e | T
3' -ggGGAG GUUGGUCAGUGU-5' miRNA Tmer-Al D @
7 65 4 3 2
Seed
23669 6émer 23690
5'-gggCTTGGATCCACTAGTCACt-3" UTR
[ LTI T I ot AGTCAC . ! ] ™)
3'-gggGAG GUUGGUCAGUGuU-5" miRNA 6mer
7 65432
Seed
Offset
33847 émer 33866
5'-ttCCTCT-GTTGG-CAGTCAgt-3"' UTR
(T 1] s H||||g ................. mumHMCAGTCA"mnmu" ................ ! [] C]
. =M . q Offset 6mer
3' -ggGGAG GUUGGUCAGUgu-5' miRNA
7 6543 2
Seed
37675 7mer-m8 37697
5'—tgacaagaf?ffoAfffoffc—3' UTR
c !
3'-ggggag GUUG-GUCAGUGU-5" MiRNA  .ecreminins .......u|||| CAGTCAC"IIlu....... ................ D @
765432 Tmer-m8
Seed
40801 8mer 40822

5'—gacagT{CAITATTCAGTCACa—3' UTR

AN !
3'-ggggaG GUUGGUCAGUGU-5"' MiRNA  coervcurrmmnen ......|||I|| CACiTCACA||II||...... .................. |:| @
165432 8mer
Seed
51691 7/mer-Al 51712
5'-ttCTTTATGTATACTAGTCACa-3' UTR I I
T I S N wnntllll TAGTCACA I s ! T
3' - ggGGAG GUUGGUCAGUGU-5"' miRNA Tmer-Al [] @
765432
Seed
55044 émer 55065
5'-gggCTTGGATCCACTAGTCACt-3" UTR
IENMUNNEN A - T (o7 T — O ™)
3'-gggGAG GUUGGUCAGUGU-5" miRNA 6mer
7 65432

Seed



765432

Seed

2D Structure Local AU
Offset
14076 émer 14097
5'-gaCCTTTAGACTTTCAGTCATc-3" UTR
e TR EEE |HMHCAGTCA"mum
3' -ggGGAG GUUGGUCAGUGU-5' miRNA Offset 6mer
765432
Seed
Offset
18758 émer 18778
5'-atCCTGCTGGGC--CCAGTCATt-3" UTR
NRINEERIE .uM"CAGTCA"mum
3' -ggGGA-G GUUGGUCAGUGU-5' miRNA Offset 6mer
765432
Seed
24546 /mer-m8 24567
5'-caaCTCTCCTAATACAGTCACt-3" UTR
CEEE b LT
3' - gggGAG GUUGGUCAGUGU-5"' MiRNA .oocovvienens cniilllcacTeaclimmm........
765432 7mer-m8
Seed
26453 émer 26475
5'-ctgCTGTGTGACCACTAGTCACt-3" UTR
TR . antllacTcACll,
3' -gggGAG GUUGGUCAGUGU-5' miRNA 6mer
765432
Seed
Imperfect
30827 match 30848
5'-tgggcCTGGTCAGTCAGTCGCt -3' UTR
gee CLUTIT T T T e .umHMHAGTCGC"mum"" ................
3'-ggggat GUUGGUCAGUGU-5" miRNA Imperfect
765432
Seed
44323 7mer-Al 44343
5'-acaCCCTTCTCAA-TAGTCACa-3' UTR
U0 IO LT R wnnntlll TAGTCACAltsserr..
3'-gggGAG GUUGGUCAGUGuU-5" miRNA Tmer-Al
765432
Seed
64451 7mer-Al 64471
5'-acaCCCTTCTCAA-TAGTCACa-3' UTR
10T T R el TAGTCACA it
3'-gggGAG GUUGGUCAGUGuU-5" miRNA Tmer-Al
765432
Seed
Imperfect
72758 match 72779
5'-ggCTTCTGGACCTCCAGTCTCc -3' UTR
gg|:||||| I TITHIT T T e ""muMHAGTCTC"m"m"m ...............
3' -ggGGAG GUUGGUCAGUGU-5' miRNA Imperfect
765432
Seed
Imperfect
79586 match 79606
5'-cgCCTCT-CCCACTCAGTTACC -3' UTR
g||||| NN ""mHMHAGTTAC"mum"m ...............
3'-ggGGAG GUUGGUCAGUGU-5"' miRNA [mperfect
765432
Seed
82257 7mer-m8 82281
5'—caCCTGI??ATTAATTAC??Fffft—3' UTR
[ ]I slls |
3'-ggGGAG GUUG--GUCAGUGU-5" MiRNA  crcrriies .""mnH|CAGTCAC"hm""m ................
765432 7mer-m8
Seed
85896 7mer-m8 85917
5'-caath?TT?CTCTCf?FT?ft-3' UTR
| |«
3'-ggggaG GUUGGUCAGUGU-5" mMiRNA e m""mﬂlCAGTCAC"hmu"m ................

7mer-m8

[___Position __] Conservation | Predicted B

! O @



2D Structure Local AU | Position | Conservation | Predicted B

1487

Offset
6mer 1508

5'—gaCCTCTGGAAGAGCAGTCAgt 3' UTR
:

[111
3" —ggGGAG

6992

LILLT
GUUGGUCAGUgu-5" miRNA
Seed

Imperfect
match 7012

5'—aggCTTT ATAAGCCAGTTACa -3' UTR

|
3'-gggGAG

24738

5'-tagCTCAGG-

[
3'-gggGAG

24808

5'-tagCTCAGG-

LI
3'-gggGAG

25014

5' - tagCTCAGG-

[
3'-gggGAG

25049

5'-tagCTCAGG-

[
3'-gggGAG

25216

5'-tagCTCAGG-

[ ]
3'-gggGAG

25251

5' - tagCTCAGG-

1]
' -888GAG

25418

5' - tagCTCAGG-

GUUGGUCAGUGU 5' miRNA

765432

Seed

7mer-m8 24758
CTATCAGTCACt-3" UTR

I ERNRANEN
GUUGGUCAGUGU-5' miRNA
2

7654

Seed

7mer-m8 24828
PRI
GUUGGUCAGUGU-5' miRNA

Seed

7mer-m8 25934
CRET
GUUGGUCAGUGU—S' miRNA

765432

Seed

7mer-m8 25969
CRTT

GUUGGUCAGUGU-5" miRNA

765432

Seed

7mer-m8 25236
CRET

GUUGG UCAGUGu 5' miRNA
Seed

7mer-m8 25271
A

GUUGG AGUGu 5' miRNA
Seed

7mer-m8 25438
PR

GUUGGUCAGUGU-5' miRNA

765432

Seed

Offset
émer 40740

5'-gaCCTTTGGAAGAGCAGTCAgc-3" UTR

3'-gggGAG
40719
[1]:]]
3' -ggGGAG
44680

5'—ttaTTCT?TI

L
GUUGGUCAGUgU-5' miRNA

Seed

Imperfect

match 44702
CAAAACAATCACt -3' UTR

NN
6-UUGGUCAGUGU-5" miRNA

Seed

Imperfect
match 50913

5'—tCCCACT?TTCG——CAGTTACt -3' UTR

GUUGGUCAGUGU 5' miRNA
Seed

Offset
bmer 51592
rTGGCCfFIT?gg—B' UTR
|
GUUGGUCAGUgu-5' miRNA
765433
Seed
7mer-m8 g5430

5'-2aaCCCTGACTAAGACAGTCACt-3" UTR

[l T
GUUGGUCAGUGU-5' miRNA

Seed

Offset
émer 76244

5'—ggTCTGTGAGTTCAGCAGTCATg 3' UTR

GUUGG UCAGUGu 5' miRNA
Seed
7mer-m8 76784

5'-gtffrAAfTATCTCTCAGTCACt-3' UTR

3'-gggGAG
50894
[ 11
3' -ggGGAG
51572
5'-agaCACT—?
[ |
3'-gggGAG
65408
3'-gggGAG
76222
AN
' -ggGGAG
76762
3'-ggGGAG
77923
5'-gttgcf]—?
3'-ggggac
87014

(LTI
GUUGGUCAGUGU-5' miRNA
P esa32

Seed

Offset
émer 77943
[ECTTENTTEfee e

GUUGGUCAGUgu-5' miRNA

765433

Seed

Imperfect
match  g7e35

5'-thCTCTATTTAATTAGTCATa -3"'" UTR

111
3' -ggGGAG

89236

RN
GUUGGUCAGUGU-5' miRNA

765432

Seed
7mer-m8 89255

5" -ttTTTCTAATCA--CAGTCACt 3' UTR

i
3'-ggGGAG

(L] LT
GUUGGUCAGUGU-5' miRNA
resasa

Seed

ernntllCAGTCA lntnesersrn.

Offset 6mer

.uuullllllAGTTAC"I'IIIH-.... ................

Imperfect

cAGTCAClimuu.
7mer-m8

CAGTCAc"mum""

7mer-m8

cAGTCAC i

7Tmer-m8

CAGTCAcmm

7mer-m8

CAGTCAC"Mumn"

7mer-m8

CAGTCAC"Mnmn"

7mer-m8

CAGTCAcmm

7mer-m8

ernntllCAGTCA s

Offset 6mer

..u|||II||I|AATCAC"I"III::-... ................

Imperfect

..umlllllllAGTTAC"I'IIInm...

Imperfect

................. el AGTCAllluene
Offset 6mer

anlllcacTeaclin

mer-m8

ol CAGTC Al
Offset 6mer

cemtlllcAGTCAC .
7mer-m8

anllcacTcAlllm.,
Offset 6mer

il AGTCAT e

Imperfect

emilllcacTCAC ..

7mer-m8

U

™




2D Structure Local AU | Position | Conservation | Predicted B

5225

Offset
émer 5246

5'—gaCCTCTGGAAGAGCAGTCAgt 3' UTR
:

[111
3" —ggGGAG

10730

LILLT
GUUGGUCAGUgu-5" miRNA
Seed

Imperfect
match 10750

5'—aggCTTT ATAAGCCAGTTACa -3' UTR

|
3'-gggGAG

28476

5'-tagCTCAGG-

[
3'-gggGAG

28546

5'-tagCTCAGG-

LI
3'-gggGAG

28752

5'-tagCTCAGG-

[
3'-gggGAG

28787

5'-tagCTCAGG-

[
3'-gggGAG

28954

5' - tagCTCAGG-

[ ]
3'-gggGAG

28989

5' - tagCTCAGG-

1]
' -888GAG

29156

5' - tagCTCAGG-

[ ]
3'-gggGAG

44457

GUUGGUCAGUGU 5' miRNA

765432

Seed

7mer-m8 28496
CTATCAGTCACt-3" UTR

I ERNRANEN
GUUGGUCAGUGU-5' miRNA
2

7654

Seed

7mer-m8 28566
PRI
GUUGGUCAGUGU-5' miRNA

Seed

7mer-m8 28772
CRET
GUUGGUCAGUGU—S' miRNA

765432

Seed

7mer-m8 28807
CRTT

GUUGGUCAGUGU-5" miRNA

765432

Seed

7mer-m8 28974
CRET

GUUGG UCAGUGu 5' miRNA
Seed

7mer-m8 29909
A

GUUGG AGUGu 5' miRNA
Seed

7mer-m8 29176
CRT

GUUGGUCAGUGU-5' miRNA

765432

Seed

Offset
émer 44478

5'-gaCCTTTGGAAGAGCAGTCAgc-3" UTR

1111
3' -ggGGAG

48418

5'—ttaTTCT?TI

11
3'-gggGAG

54632

L
GUUGGUCAGUgU-5' miRNA

Seed

Imperfect

match 48440
CAAAACAATCACt -3' UTR

NN
6-UUGGUCAGUGU-5" miRNA

Seed

Imperfect
match 54651

5'—tCCCACT?TTCG——CAGTTACt -3' UTR

[l 1l
3' -ggGGAG

55310

GUUGGUCAGUGU 5' miRNA
Seed

Offset
émer 55339

5'-agaCACT-GTTGGCCAGTCAgg-3" UTR

GUUGGUCAGUgu-5' miRNA
765433
Seed
7mer-m8 69168

5'-2aaCCCTGACTAAGACAGTCACt-3" UTR

[l T
GUUGGUCAGUGU-5' miRNA

Seed

Offset
émer 79982

5'—ggTCTGTGAGTTCAGCAGTCATg 3' UTR

GUUG UCAGUGu 5' miRNA
Seed
7mer-m8 8@522

5'-gtffrAAfTATCTCTCAGTCACt-3' UTR

3'-gggGAG
69146
3'-gggGAG
79960
Ay
' -ggGGAG
80500
3'-ggGGAG
81661

[T LT
GUUGGUCAGUGuU-5"' miRNA
765432
Seed

Offset
émer 81681

5'-gttgcCT-GTCAACCAGTCAgt-3' UTR

[l 1
3'-ggggat

90752

GUUGGUCAGUgu-5' miRNA

765433

Seed

Imperfect
match 9773

5'-thCTCTATTTAATTAGTCATa -3"'" UTR

111
3' -ggGGAG

92974

RN
GUUGGUCAGUGU-5' miRNA

765432

Seed
7mer-m8 92993

5" -ttTTTCTAATCA--CAGTCACt 3' UTR

i
3'-ggGGAG

(L] LT
GUUGGUCAGUGU-5' miRNA
resasa

Seed

ernntllCAGTCA lntnesersrn.

Offset 6mer

.uuullllllAGTTAC"I'IIIH-.... ................

Imperfect

cAGTCAClimuu.
7mer-m8

CAGTCAc"mum""

7mer-m8

cAGTCAC i

7Tmer-m8

CAGTCAcmm

7mer-m8

CAGTCAC"Mumn"

7mer-m8

CAGTCAC"Mnmn"

7mer-m8

CAGTCAcmm

7mer-m8

ernntllCAGTCA s

Offset 6mer

..u|||II||I|AATCAC"I"III::-... ................

Imperfect

..umlllllllAGTTAC"I'IIInm...

Imperfect

................. el AGTCAllluene
Offset 6mer

anlllcacTeaclin

mer-m8

ol CAGTC Al
Offset 6mer

cemtlllcAGTCAC .
7mer-m8

anllcacTcAlllm.,
Offset 6mer

il AGTCAT e

Imperfect

emilllcacTCAC ..

7mer-m8

U

™




Offset
24544 6mer 24565
5! -2aCTCCAGGGCATGCAGTCATC- 3' UTR

3' -ggGGAG GUUGGUCAGUGU-5" miRNA

765432

Seed

Offset
26489 6mer 26510
T

3' -gggGAG GUUGGUCAGUgU-5" miRNA

765432

Seed

Offset
31400 émer 31421
it

3' - ggGGAG GUUGGUCAGUgU-5" miRNA

765432

Seed

Imperfect
37737 match 37759
5'-tctgTGTGGTTATGCCAGTTACt -3"' UTR
AR
3'-ggggAG GU-UGGUCAGUGU-5' miRNA

765432

Seed

Imperfect
43153 match 43174
5'-ctgtgtaGGTAAATCAGTTACE -3' UTR

3'-ggggag GUUGGUCAGUGuU-5" miRNA

765432

Seed

44509 émer 44531
5'-ttttaaaGGTCTAATTAGTCACc-3"' UTR
[1:c[I]]]

3'-ggggag G-UUGGUCAGUGuU-5"' miRNA

765432

Seed

47665 émer 47687
5'-tcCCTATGGGAAACATAGTCACt-3"' UTR

3' - ggGGAG GUUG-GUCAGUGU-5"' miRNA

765432

Seed

Imperfect
51657 match 51677
5'-tgCTTGTGGGT-ACCAGTTACt -3' UTR

3' -ggGGAG GUUGGUCAGUGuU-5' miRNA

765432

Seed

Offset
63198 6mer 63219
5'-taCTTCTACTTACACAGTCAac-3' UTR

-ggGGAG GUUGGUCAGUgU-5" miRNA

765432

Seed

Imperfect
63656 match 63677
5' —catagTTTGTCTATCAGTTACt 3' UTR

2
3! -ggggaG GUUGGUCAGUGu 5' miRNA

765432

Seed

Offset
65300 émer 65321
—aaggTTTATTTAAGCAGTCATt 3' UTR

3! -ggggAG GUUGGUCAGUGu-S miRNA

765432

Seed

65311 7mer-m8 5333
5! —aagcagtcaTTATACCAGTCACt 3' UTR

3'-ggggag GU-UGGUCAGUGU-5' miRNA

765432

Seed

70768 8mer 70791
5'-tgctatattTCAATATCAGTCACa-3" UTR

3'-ggggag GU--UGGUCAGUGuU-5" miRNA

765432

Seed

Imperfect
76167 match 76188
5'-tgCCTTTGGGAAAACATTCACa -3' UTR

-g8GGAG GUUGGUCAGUGuU-5" miRNA

765432

Seed
87977 8mer 88004
5' -acaTTCTGATCTAACTTTTACAGTCACa- 3' UTR
AEREA ||| ARRREN
3' -gggGAG G-UUG----- GUCAGUGU-5' miRNA
765432

Seed

wnillcAGTCA i,

Offset 6mer

il AGTC Al

Offset 6mer

ntllcAGTCA e

Offset 6mer

et AGTTAC 110

Imperfect

et AGTTAC s

Imperfect

wnll AGTCACH e,

6mer

ol AGTCAC s

6mer

et AGTTAC 110

Imperfect

ntillcAGTCA e

Offset 6mer

witllAGTTACinsee

Imperfect

ernntlICAGTCA e
Offset 6mer

CAGTCAC"mum"m

7mer-m8

CAGTCACAhmum

8mer

el ATTCAC gnesrn,

Imperfect

rnanillllcAGTCACA lusene

8mer

[l

____________________ 2DStructure _________________| Local AU |___Position ___] Conservation | Predicted B
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Offset
1161 emer 1183
5'-ttatafoTfFGTfof?Ifth-3' UTR
3'-ggggat GUUGGUCAGUGU-5" miRNA
765432
Seed
Offset
3938 émer 3957

5'-gcCCTTTGGT--GCCAGTCATt-3" UTR

AR
3' - ggGGAG GUUGGUCAGUGU-5" miRNA

765432
Seed
22152 7mer-Al 22174
5'-aaataTTGGTATAGGTAGTCACa-3' UTR
AR R RN
3'-ggggaG -GUUGGUCAGUGuU-5" miRNA
765432
Seed
Offset
42143 6mer 42164

5'-ttTCTGTGGAGCATCAGTCATg-3" UTR

A AN E
3' - ggGGAGACCAGUUGGUCAGUGU-5' miRNA

765432

Seed

Imperfect
45654 match 45675
5'—tgagagI?CIG?G?ﬁ??TTTﬁt—3' UTR
3'-ggggag/CCAGUUGGUCAGUGU-5' miRNA

765432

Seed

Offset
47184 6mer 47205
5'—atcaatcaarCAATCAGTCAgt—3' UTR

LIl
3'-ggggag GUUGGUCAGUgu-5" miRNA

765432

Seed

57963 8mer 57986
5'-ctgtgtactTCAGTGTCAGTCACa-3"' UTR

s L[]
3'-ggggag GU--UGGUCAGUGuU-5" miRNA

765432

Seed

Imperfect
61073 match 61095
5'-gataaalGGGCGAATCAGTTACt -3" UTR

AR
3'-ggggag G-UUGGUCAGUGU-5' miRNA

765432

Seed

Imperfect
62237 match 62258
5'—tatataa??TAATCCAGTTACC—3' UTR

EERREN
3'-ggggag GUUGGUCAGUGuU-5"' miRNA

765432

Seed

Offset
63140 émer 63161
5'-gcataCTGGTCTAGCAGTCATc-3"' UTR

A AR
3'-ggggaG GUUGGUCAGUGU-5" miRNA

765432

Seed

66221 7mer-m8 66242
5'-catcatactTCATTCAGTCACg-3"' UTR

AEARARNAN
3'-ggggag GUUGGUCAGUGuU-5" miRNA

765432
Seed
72992 émer 73016
5'-athTCTCCCGFTTTCATffITfft-3' UTR
3' - ggGGAG GUUGGUCAGUGU-5" miRNA
765432
Seed
81033 7mer-m8 81055

5'-caaacTTGCTTGAACCAGTCACc-3" UTR

sl L TELEEELLT
3'-ggggaG G-UUGGUCAGUGuU-5" miRNA

765432

Seed

et CAGTCA laeren

Offset 6mer

eonnttllICAGTCA ltaeren

Offset 6mer

el TAGTCACA 111,
Tmer-Al

anillcAGTCA e

Offset 6mer

el AGTTAC1ssee

Imperfect

enntlllCAGTCAlseren

Offset 6mer

cantllllcAGTCACA e

8mer

eonettllAGTTACll2pree

Imperfect

el AGTTAC 110

Imperfect

connntlICAGTC Al
Offset 6mer

ernantllll CAGTCAC Ineren

7mer-m8

6mer

ernanntllll CAGTCAC laneree

7mer-m8

[]
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__________________ 2DStructure | Local AU |__Position ___| Conservation | Predicted B

7243 7mer-m8 7264
5'-aacCCTGACT-AAGGCACCAGCt-3" UTR

LLEEE 1 f e [T !
3'-gccGGAC UGUUGUGGUCGa-5' MiRNA ocoeeereerem eenmilllcACCAGC lmmesre.. L] @
165432 7mer-m8
Seed
8844 /mer-m8 8866

5'-ggGTGTCATAGAAGCCACCAGCE-3" UTR

: [ = T |
3' - gcCGGAC UGUUGUGGUCGa-5" MiRNA oooceecerreens .........|||I| CACCAGC"IIu......... ............... [] @
765432 7mer-m8
Seed
Imperfect
13581 match 13605
5'-agGCACTGATTCAAAATCATCAGCc -3' UTR
g|| TLLELLTT 1T 1110 - i ""mnmﬂATCAGC”mum"m ............... ! [] C]
3'-gcCG-GAC UGUU-GUGGUCGa-5"' miRNA Imperfect
765432
Seed
23345 7mer-m8 23367
5'-ataatgctgggAGATCACCAGCt-3" UTR
[ LTEETT |
3'-gccggac UGUUGUGGUCGa-5" MiRNA .ceceeciienns .......mlll CACCAGC"IIm....... ................ D @
765432 7mer-m8
Seed
Imperfect
27230 match 27252
5'-cacCCCCATTTGGGGCATCAGCa -3' UTR
IT T1l:: ezl L:11TT - e ."mnmﬂATCAGC”mum"" ................ ! [] C]
3' -gccGGAC UGUUGUGGUCGa-5"' miRNA Imperfect
765432
Seed
30945 7mer-m8 39969
N RS
: : )
3' - gccGGAC -UG-UUGUGGUCGa-5" MiRNA  coeovecereesne cnnillllcaceace i [] @
765432 7mer-m8
Seed
Imperfect
32809 match 32831
5'-ctcaggGGTTAGGAGCACCGGCt -3' UTR
gg|:||: I e ."mum”ACCGGC”mum"" ................ ! [] C]
3'-gccggaC UGUUGUGGUCGa-5" miRNA Imperfect
765432
Seed
Imperfect
40958 match 49981
5'-acGTTTAACTTTAATACGCCAGCa -3' UTR
R R T e — "mum”GCCAGC”mum". ................. ! [] C]
3'-gcCGGAC UGUUGUGGUCGa-5" miRNA Imperfect
765432
Seed
Imperfect
47856 match 47878
5'-tccaaaGATTC-CAGTCATCAGCt -3' UTR
CTUET T TH:0TT T T eeeeeeeeeennans "mum”ATCAGC”mum". ................. ! [] C]
3'-gccggaC UGUU-GUGGUCGa-5' miRNA Imperfect
765432
Seed
60006 7mer-m8 Q@25

5'-gacaCTGAT---CGTCACCAGCc-3" UTR

[I1]] L= 1L |

3'-gccgGAC UGUUGUGGUCGa-5" MiRNA oeeovereens ........u|||| CACCAGC"IIu......... ............... [] @
765432 Tmer-m8
Seed

60509 8mer 60533

5'-ggcCTTGAACCTAGGACCACCAGCa-3" UTR
| :

AN AR !
3' -gccGGAC -UGUU-GUGGUCGa-5" MiRNA  criiniine .......mlll CACCAGCAlllm....... ................. D @
765432 8mer
Seed
Imperfect
64957 match 64979
5'-ttctgTGATTGGGGGCATCAGCa -3' UTR
= NIRRT .mnmnMATCAGthmum" ............... ! [] C]
3'-gccggAC UGUUGUGGUCGa-5"' miRNA Imperfect
765432
Seed
73737 7mer-m8 73756
5'-gacaCTGATTT---TCACCAGCc-3' UTR
[LLELL: [LLLEL] |
3' -gccgGAC UGUUGUGGUCGa-5" MiRNA coeereerreans .......mlll CACCAGC"IIm....... ................ [] @
765432 7mer-m8
Seed
Imperfect
80628 match  8ee650
5'-taGGCTGACTGAGACCATCAGCc -3' UTR
NIRRT ."mnmﬂATCAGC”mum"" ................ | [] C]
3' -gcCGGAC UGUUGUGGUCGa-5"' miRNA Imperfect
765432

Seed



tnper fect

736 LE
5 -:acTTYG‘/‘\\‘\‘(‘I‘UAAC/I\(‘(‘/‘\Agg P

- CCGGACUAAGUGUUGUGGUCga -5

miRNA

3'pairing  Seed
Imperfect
2609
5 —cacTTTG‘/‘v\‘\‘(‘AYA»‘H’T?C‘(‘A“««?EE 3
- BCCGGACU A CUGUU -5' miRNA
3'pa Seed
Imperfect
4482 match 454
S‘—cacTTTG‘T‘T‘(‘ATAAC?(‘(‘Aiagg 3 UTR
3'-gccﬁGAcu SUGUUGUGGUCga-5" miRNA
Seed
Imperfect
6355
'????T??agg ot
GUUGUGGUCga-5' miRNA
ng  Seed
Imperfect
8228 match 50
e e
3'-gCCGGAC! AAGUGUUGUGGUCga-5 miRNA
pairing  Seed
Imperfect
10100 natch 19122
3 -coagR I =0 T
3' - gCCGGACU AAGUGUUGUGGUCEa-5" miRNA
pairing  Seed
Inper fect
11973 match 11995
5'-:acrrrc‘A‘r‘r‘c‘AuAc?cﬁagg -3 UTR
3'-gCCGGACUAACUGUUGUGGUCga-5" miRNA
pairing  Seed
Inperfect
13845
s'-cacﬁrﬁmhAuAc‘f?c‘c‘?agg i
3' - gccGGAC UUGUGGUCga-5' miRNA
3'pairing  Seed
inper fect
15718 match 15740
5 -:acTTTG‘/‘\V‘\‘(‘I‘AYA‘A‘C‘?L‘C‘K‘«wg -3" UTR
-BCCGGACUAAGUGUUGUGGUCga-5" miRNA
3 ; Tseed
Imperfect
17598 match 17612
5 —:acTTTG‘/‘\\‘\‘(‘I‘AYA‘A‘??TF‘A“«agg 30 UTR
- §CCGGACUAAGUGUUG! " miRNA
3 Seed

Imperfect

19460 match 1948
5 —cacTTrcArrcAn‘x»‘xc?c‘t‘r‘«ag: -3
UGUGGUC

iRNA
Imperfect
21340 match 21362
5'—cacTTTG‘T‘T‘ﬁATAAC/ﬁ(‘Aiagg—B' UTR
|
-gCCGGACUAACUGUUGUGGUCga-5" miRNA
Seed
Imperfect
23212 match 23234
Ty
gccEEACH CUGUUGUGGUcga-5" miRNA
‘pairing  Seed
Inper fect
25085 25107
5 -(acrrrc‘.‘\r‘r‘c‘;‘\uﬁ?c‘c‘?agg -3 UTR
3'-gCCGGAC! AAGUGUUGUGGUCga-5" miRNA
pairing  Seed
Imperfect
26957 natch 26979
5'-cacTTTGA TC‘I‘\TA‘A‘C‘?C‘E‘?agg-B' UTR
-BCCGGACUAACUGUUGUGGUCEa-5" miRNA
P Seed
Imperfect
28829 match 28851
5'-cacTTTG‘TT‘T‘C‘A1A‘A‘C‘?(‘E‘?agg -3 UTR
3'-gCCGGACUAACUGUUGUGGUCga-5" miRNA
¢ Seed
Inperfect
30700 22
5'-:acTTTG‘/‘H‘\‘(‘/‘ﬂAA‘C‘I?C‘U‘A g8 - s
3' - CCGBAC! AAGUGUUG " miRNA
3'pairing Seed
Imperfect
32571 natch 32593
s'—:amre‘r‘u‘w‘t‘l‘uA‘Aﬁfl\r‘(‘/‘mgg—s' UTR
BCCGGACUAACUGUUGUGGUCga-5" miRNA
3'pairing  Seed
Imperfect
34442 match 34464
5 —cacTTYG‘/‘v\‘ w‘(‘nw‘xﬁcﬁagg -3' UTR
3' - gccGGAC GUUGUGGUCga-5" miRNA
3 Seed
Imperfect
36312 match 36334
5" -cacTTTGAT T‘(‘ATA‘A‘C‘?(‘(‘?agg 3'UTR
3'-gccﬁGAcu CUGLUGUGGUcga-5" miRNA
‘pairing  Seed
Imperfect
38184 206
. "“‘T"?TFFﬁT'??ﬁ?T??agg it
-gCCGGACUAACUGUUGUGGUCga-5" miRNA
3'pairing  Seed
Imperfect
40056 match 40078
5 —:a(TTT?,Hﬁ?\TAAﬁﬁﬁagg 30 UTR
3'-gCCGGACUAACUGUUGUGGUCga-5" miRNA
3'pairing  Seed
Imperfect
41928 match 41950
5'-CcacTTTGATTCATAACACCACEE -3' UTR

3' -gCCGBACH AAGUGUUGUGGUC g
3'pairing  Seed
Inper fect
43800 match 43822

5" -:amrmrrcAuAtAcmagg -3

HH\ \HHH
GUGUUGUGGUCg

~BECGGAC! A/
*pairing Seed
Inperfect
45672 694
5 -cacTTTﬁ‘t‘«H(‘AYA‘A‘C‘?C‘K? gg B
BCCGGAC! ' miRNA
3'pairing  seed
imperfect
47544 natch 47566
5 -:acTTTG‘/‘H‘\‘(‘I‘AYAAC‘?C‘C‘T«wg -3' UTR
GUUGUGGUCga-5' miRNA
Seed
imperfect

49416 atch 49438
5 —cacTTremuAuAcArrAagg 3" UTR

ARV NN
GUS

-gccGGAC! UGUGGUCga-5' miRNA
3 Seed
Imperfect
s1288 natch  s1310
5‘—cacTTYG‘TT‘T‘(‘ATA»‘K‘?C‘(‘A“«SgE -3 UTR
-gccGGAC! UUGUGGUCga-5' miRNA
B Seed
Inperfect
53160 match 53182
5 -cacTTTG T‘ﬁnﬁc‘?cﬁagg 30 UTR
-BCCGGACUAAGUGUUGUGGUCEa-5" miRNA
3'pa Seed
Inperfect
55032 match 55054
oy
- BCCGOACHA\CUGUUGUGGUCEa-5' miRNA
3'pairing  Seed
Inperfect
56905 927
& -(a(rrrc‘.‘\r‘r‘c‘;‘\uﬁ?c‘c‘?agg 3P0
3'-gCCGGACUAACUGUUGUGGUCEa-5" miRNA
pairing  Seed
Inperfect
58765 natch 58787
e T eee 2
-BCCGGACUAAGUGUUGUGGUCga-5" miRNA
pairing  Seed
Imperfect
60632 natch 60654
S-cacTITGATTCATAACHCEAage -3 UTR
- gccGGACL GUUGUGGUCga-5' miRNA

3'pairing Seed

laccancllin,

||/‘\CCAAG"|II|
mperfect

||/‘-\CCAAG"|II|
mperfe

laccascli

Imperfect

alaccancllim

Imperfect

|||||»‘\CCAAG"||||
hie

ulllfllCCAAG"h"
mpe

laccanclling

Imperfect

laccancllin

Imperfect

||/‘\CCAAG"|II|
mpe

||/‘-\CCAAG"|II|
mperfe

laccasclin,

Imperfect

I|1‘\ccAAG||In.
mpe

il accancllim

Imperfect

|II||)‘NCCAAG"|III
mpe

||/‘§CCAAG"|III
mpe

||/‘\CCAAG"|I||
mpe

laccancllim

laccaclin

Imperfect

||/‘-\CCAAG"|II|
mpes

||I||/‘-\CCA‘AG"|II|
mperfect

anllaccancllim

Imperfect

|||||»‘\CCA(,G"||||
fie

.||I|»‘xccue||||..
mpe

laccancllin

Imperfect

laccancllin

Imperfect

||/‘\CCAAG"|II|
mpe

||/‘-\CCAAG"|II|
mpe

laccascllin,

Imperfect

.||I|1‘\CCAAG||I||.
mpe

ailaccancllim

Imperfect

|II||)‘NCCAAG"|III
mpe

||/‘§CCAAG"|III
mpe




Imperfect
1450 match 1471
RO
-gcCGGAC UGU-UGUGGUCGa-5" miRNA
765432
Seed

Imperfect
2309 match 2334
5 -tccCTTTATTTGCCCAATCATCAGCE -3" UTR

3" -gccGGAC UU-GUGGUCGa-5' miRNA
Jesa3z
Seed
3154 8mer 3177

5'-tgGCGGAATGTACTACCACCAGCa 3' UTR

3'-gcCGGAC UG UUGUGGUCGa-5" miRNA
765432
Seed
3765 gmer 3786
5'-ttggtccATTTA-AACACCAGCa-3" UTR
FEEl TEETELELL]
-gccggac UGUUGUGGUCGa-5" miRNA
765432
Seed
8491 7mer-m8 8515
5' —taaTTIAfGrGfoAC?ffffff?t 3' UTR
3'-gccGGAC UéU--UGUGGUCGa-S miRNA
265432
Seed
Imperfect
9437 match 9460

-gctCATTATTCAGTCACACTAGCa -3" UTR

3' -gccGGAC U-GUUGUGGUCGa-5' miRNA
Tesa3z
Seed
Imperfect
15491 match 15513
5'-accacF??GTﬁ?TCTﬁG????ﬁc—3' UTR
-gccgGAC UGUUGUGGUCGa-5' miRNA
Tes5a3z
Seed
Imperfect
23669 match 23694

ggGCTTGGATCCACTAGTCACTAGCt -3' UTR

N A AR
-gCcCGGA- CUAAGUGUU--GUGGUCGa-5" miRNA

765432

Seed
28472 gmer 28494
5 -tatthTfCFATT?foffff?a 3' UTR

3'-gccggAC UGUUGUGGUCGa 5' miRNA
165432
Seed
Imperfect

32818 match 32839

RN

3' -gcCGGAC UGU-UGUGGUCGa-5' miRNA
1esa:2
Seed
Imperfect
33676 match 33701

5" —tcCCTTTATTTGCCCAATCATCAGCt 3' UTR

3" -gccGGAC uu- GUGGUCGa 5' miRNA
165432
Seed
34522 8mer 34545

—tgGCAGAATGTACTACCACCAGCa 3' UTR

3' -gcCGGAC GUG-UUGUGGUCGa-5' miRNA
265432
Seed
35133 8mer 35154
RO
-gccggac GUGUUGUGGUCGa-5' miRNA
165432
Seed
39859 7mer-m8 39883
5! -taaCTTAfGrGATAACACffff?ft 3' UTR
[ 2] |
3' -gccGGAC UGU--UGUGGUCGa-5" miRNA
165432
Seed
Imperfect
40805 match 40828

-gctCATTATTCAGTCACACTAGCa -3" UTR

3' -gccGGAC U-GUUGUGGUCGa-5' miRNA
2esaiz
Seed
Imperfect
46858 match 46880

5'-accaCTGAGTCATCTCGCCAGCc -3" UTR

AR Y
-gccgGACUAAGUGUUGUGGUCGa-5" miRNA

765432

Seed

Imperfect
55944 match 55069
-ggGCTTGGATCCACTAGTCACTAGCt -3' UTR

A A NN
3'-gcCGGA-C UGUU--GUGGUCGa-5" miRNA

765432

Seed

59848 8mer 59870
5'-tattgTTACTATTAACACCAGCa-3" UTR

[l TLELTL
-gccggAC UGUUGUGGUCGa-5" miRNA
2165432

Seed

eenntll ACCACC e,

Imperfect

el ATCAGC Mltisen

Imperfect

CACCAGCAhmumum

8mer

smer

caccacclin

mer-m8

el ACTAGC e,

Imperfect

N [crelertce) || [T

Imperfect

Imperfect

ntlllcACCAGCA e

8mer

anllaccacc i,

Imperfect

anllatcacc i,

Imperfect

CACCAGCA llmmmen.

8mer

caccaceAlim

8mer

cACCAGC e,

7mer-m8

allacTAGE e

Imperfect

willeccacclim,

Imperfect

allacTacc i,

Imperfect

nmillcACCAGCA e,

8mer

[
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Imperfect
9043 match  9pe4
5'-ctcaaTGAACTAC-ACACCGGCt -3' UTR

3'-gccggAC UGUUGUGGUCGa-5' miRNA
7 65 432
Seed
Imperfect
10775 match 10795

5'-gttCCTG--TCTCGCCACCGGCt -3" UTR

3' -gccGGAC UGUUGUGGUCGa-5' miRNA
7 65432
Seed
Imperfect
12234 match 12255
5‘-tgGCCTG?CCTGC-TC?ﬁT??ﬁC-3' UTR
[11]] I
3' -gcCGGAC UGUUGUGGUCGa-5" miRNA
7 65432
Seed
Imperfect
23262 match 23284

5'-acttaaaATTTGTGACATCAGCa -3' UTR

3'-gccggac UGUUGUGGUCGa-5" miRNA
765432
Seed
Imperfect
36259 match 36280

5'-ctcaCTGAACTAC-ACACCGGCt -3' UTR
LEEE = L]

3'-gccgGAC UGUUGUGGUCGa-5" miRNA
765432
Seed
Imperfect
39321 match 39342

5'-cgGCCTGACCTGC-TCACTAGCE -3' UTR
RN AN

3' -gcCGGAC UGUUGUGGUCGa-5" miRNA
7 65432
Seed
39457 7mer-m8 39482

5'-acacagaATTCGGAAGCTCACCAGCg-3' UTR

3'-gccggac UGUU- - -GUGGUCGa-5" miRNA
765432
Seed
45503 7mer-m8 45523

5'-acagCTAAGTCTT--CACCAGCc-3" UTR

3' -gccgGAC UGUUGUGGUCGa-5' miRNA
765432
Seed
52973 7mer-m8 52992

5'-aaGCCACAT---CATCACCAGCc-3" UTR

3' -gcCGGAC UGUUGUGGUCGa-5' miRNA
7 65432
Seed
63998 7mer-Al 64020

5'-aatTCTCTATCATCATACCAGCa-3' UTR
AR AN

3' - gccGGACUAAGUGUUGUGGUCGa-5" miRNA
765432
Seed
67678 8mer 67699

5'-ggcCCTCCATC-CATCACCAGCa-3" UTR

3" -gccGGAC UGUUGUGGUCGa-5" miRNA

765432

Seed

el ACCGGC e

Imperfect

il ACCEGC e

Imperfect

el ACT AGC lltsenen

Imperfect

el ATCAGC linesser

Imperfect

el ACCGGC s

Imperfect

el ACTAGC [l

Imperfect

............... emillllcaceAGE e

Tmer-m8
................ cennilllcaceAcC ...
7mer-m8

................. wamnillcaccacc |l

7mer-m8

wnlll TACCAGCAllnuenen
Tmer-A1l

nmilllcaceace Al

8mer

—

[

___________________2DStructure | Local AU [__Position ____| Conservation | Predicted B

@



2D Structure Local AU | ______Position ] Conservation | Predicted B

Imperfect
19436 match 19458
5'-gtGCCTGGCAAGACACACTAGCE -3' UTR
& [TTIT: LI LTT - e m"mHMHACTAGC"mumnm. .............. ! [] C]
3' -gcCGGAC UGUUGUGGUCGa-5' miRNA Imperfect
7 65432
Seed
2l 7mer-Al 24127

5'-tcagagGATTCAGAATTACCAGCa-3' UTR
T anell TACCAGCA linnenee

R e T) ||| | Xe107.XC 07N (|1 T ! T
3'-gccggaC UGUU-GUGGUCGa-5" miRNA 7mer-Al D @

7 65432
Seed
Offset
26928 émer 26949
5'-tgGCTTGATT-ATTGCACCAGaa-3' UTR
g||:||||| U2 STTITTT T e .m"muMCACCAG"mnm"m ............... ! [] C]
3' -gcCGGAC UGUUGUGGUCga-5' miRNA Offset 6mer
765432
Seed
Offset
27995 émer 28016
5'-attgCTGATTCA-GCCACCAGag-3' UTR
g|H|||||: T L ."m"mumCACCAGHMnm"m" ............. ! [] C]
3' -gccgGAC UGUUGUGGUCga-5' miRNA Offset 6mer
765432
Seed
28623 /mer-m8 28649
5'-ttggaI?f?GTTGGA?G?TTff?fFTt-3' UTR
!
3'-gccggAC ----UGUUGUGGUCGa-5"' MiRNA  .cecres .........n|||| CACCAGC"IIu.......... .............. D @
265432 7mer-m8
Seed
Imperfect
49886 match 49907
5'-accataGATGC-CAGCATCAGCa -3' UTR
LT T1:T1:TTT - e ""mHMHATCAQthmum" ............... | [] C]
3'-gccggaC UGUUGUGGUCGa-5"' miRNA Imperfect
765432
Seed
58577 7/mer-m8 58600
5'-atcaTrAfIGTfTTCffffffffc-3' UTR
3 |l g |
3'-gccgGAC U-GUUGUGGUCGa-5"' MiRNA oeeeeevens enillllcACCAGE hmuensr. [] @
765432 7mer-m8
Seed
Imperfect
60728 match 60751
5'-attCCTGGATTTGCCACACTGGCa -3' UTR
TTU TT =T 1T 0T~ e "m"mumACTGGCHMum"m. .............. ! [] C]
3'-gccGGA-C UGUUGUGGUCGa-5' miRNA Imperfect
7 65432
Seed
Imperfect
60789 match 60813
5'-ttaCCTGGACCAGAGAACATCAGCt -3' UTR
11T 1 T LT T T e .m"muMATCAGC"mum"m ............... ! [] C]
3' -gccGGAC --UGUUGUGGUCGa-5' miRNA Imperfect
765432
Seed
Imperfect
75958 match 75980
5'-ccaCCTGAGTTATTGCTCCAGCe -3' UTR
TTUET T:1: =1 DT - e .mumumTCCAQthmum" ............... | [] C]
3' -gccGGAC UGUUGUGGUCGa-5"' miRNA Imperfect
765432

Seed



2D Structure | Local AU |___Position __] Conservation | Predicted B

Imperfect
3545 match 3571
5' - tttTTTAATTCATATGAGACACTAGCE -3' UTR
LT : ] FTTT:T1T - e ."mum”ACTAGC”mum"" ................ | [] C]
3' - gccGGAC UGU- - - -UGUGGUCGa-5' miRNA Imperfect
765432
Seed
Offset
11280 émer 11301
-gaGGCAGATTCG-AACACCAGat-3' UTR
& CTTEEI : TITEITET T eeeessam "mum”CACCAG”mum". ................. ! [] C]
-gcCGGAC UGUUGUGGUCga-5' miRNA Offset 6mer
7 65 432
Seed
Imperfect
11856 match 11877
5'-accaTTGA-TGGTAGCATCAGCa -3' UTR
ST L e =000 - e ""mum”ATCAGC”mum"m ............... ! [] C]
" _gccgGAC UGUUGUGGUCGa-5" miRNA Imperfect
765432
Seed
28734 /mer-m8 28759
5'-ttaCCTGf{GAGCfATCTCf?f??Tc-3' UTR
[[]] [: | |
3'-gccGGAC UGUUGUGGUCGa-5"' MiRNA  oeoeeeeerens ........nlll CACCAGC”IIu........ ................ [] @
765 4C3] 2 7mer-m8
See
Imperfect
33768 match 33791
5'-attCTTGATCTTACAGCACAAGCC -3' UTR
HINER N ""mum”ACAAGC”mum"m ............... ! [] C]
-gccGGAC UGUUGUGGUCGa-5' miRNA Impertect
765432
Seed
Imperfect
38996 match 3921
-gaGATTGGTTCACAAGAGCAGCAGCa -3' UTR
& | E ||H||| [ TITT e mumHMAGCAGC”mHmu" ................ ! [] C]
3' - gcCGGAC U---GUGGUCGa-5' miRNA Imperfect
765432
Seed
53754 7mer-m8 53776
5'-cccaCTGAGCCATCTCACCAGCc-3" UTR
LEEE 0l LTELLd |
-gccgGAC UGUUGUGGUCGa-5" MiRNA oeereeeesens el CACCAGE s [ @
7; 5 4(; 2 7mer-m8
el
57829 /mer-m8 57852
5‘-aaataga?C??fGG?CTf??f?fc-3' UTR
: !
3'-gccggac UGUU-GUGGUCGa-5" MiRNA oocoecoceens ceilllcaceace ... [] @
% 7mer-m8
See
64477 7mer-m8 64500
P
: !
-gcCGGAC -GUUGUGGUCGa-5"' MiRNA  .oooeeceesees .......u|||| CACCAGC”IIu........ ................ [] @
765432 7mer-m8
Seed
Imperfect
64556 match 64578
5'-taaCTGGGTTTGCAACACTGGCe -3' UTR
LTI 0T T e "mum”ACTGQC”mum". ................. ! [] C]
-gccGGAC UGUUGUGGUCGa-5" miRNA Imperfect
7 65 43 2
Seed
Imperfect
64661 match 64682
-ggcCCTG- CTGACTGCGCCAGCe -3' UTR
A (UL 10T =000 e mnMGCCAGC”mum"m ............... ! [] C]
-gccGGAC UGUUGUGGUCGa-5' miRNA Imperfect
7 65432
Seed
64934 7mer-m8 64954
5‘-tcaaagcf{?ATT--Tf??fffc-B' UTR
!
3'-gccggac UGUUGUGGUCGa-5"' miRNA -||II||| CACCAGC”IIu........ ................ D @
765 4; 2 7mer-m8
See
68091 7mer-m8 68114
—tgtTTrAGTACATCTTCACCAGCt 3' UTR
[ 11 THELL] |
-gCCcGGAC U-GUUGUGGUCGa-5"' MiRNA ooeeoseees ........u|||| CACCAGC”IIu......... ............... [] @
765432 7mer-m8

Seed



____________________ 2DStructure ________________| Local AU |___Position ___] Conservation | Predicted B

Imperfect
13492 match 13516
5'-aatCCTCGATCTTACAGCACAAGCc -3' UTR
CTU I L0000 T T e ""mnm”ACAAGC"mum"m ............... ! [] C]
3'-gccGGA-C UGUUGUGGUCGa-5' miRNA Imperfect
765432
Seed
22512 7mer-m8 22537
5'—tgtaccalAclTTGCAATCCC|A|C|CT\|G|Cc—3' UTR
s8] | !
3'-gccggac UGUU---GUGGUCGa-5" MiRNA  ceurnnns .....u||II|| CACCAGC"I".,,,, D @
265432 7mer-m8
Seed
Imperfect
22942 match 22965
5'-atcCTTGATCTTACAACACAAGCt -3' UTR
HINER N mumHMACAAGC"mnm"" ................ 1 [] C]
3' -gccGGAC UGUUGUGGUCGa-5"' miRNA Imperfect
765432
Seed
Imperfect
28764 match 28786
5'-tctTCTGATTATCACCACCACCa -3' UTR
R R R R s "mnmﬂACCAQC"mum". ................. ! [] C]
3' -gCccGGAC UGUUGUGGUCGa-5' miRNA Imperfect
765432
Seed
Imperfect
29394 match 29415
5'-aaGCCAG- TTTGAATCATCAGCt -3' UTR
T T 1= 1 T1TT T e "mnmﬂATCAGC"mum". ................. 1 [] C]
3' -gcCGGAC UGUUGUGGUCGa-5' miRNA Imperfect
Seed
36814 7/mer-m8 36837
5 -actTﬁI’(liGirAAGGACCT|A|C|C|A|G|Ct-3‘ UTR
3 3 8 Y
3'-gccGGAC UGU-UGUGGUCGa-5' MiRNA ooeoeeeeerrn eentillcaccAGC e [ @
765432 7mer-m8
Seed
Imperfect
38926 match 38948
5'-gcaagTGCTTCCTGGCATCAGCa -3' UTR
2 g|| LT el 10011 mHMATCAGC"muu ! [] C]
3'-gccggAC UGUUGUGGUCGa-5" miRNA Imperfect
765432
Seed
Imperfect
43422 match 43443
5'-ggGCCTAAGGT-CAGCATCAGCc -3' UTR
gngl I 110100 mHMATCAGC"mnu ! [] C]
3' -gcCGGAC UGUUGUGGUCGa-5" miRNA Imperfect
765432
Seed
48093 8mer 48116

5'-tacaagttTTCACTCCCACCAGCa-3" UTR

3'-gccggac UG-UUGUGGUCGa-5" miRNA .eeicns ."m"nm

[]
®
@)

CACCAGCA|I||.........

E vt S oo
Seed
SR _8mer 50223

5‘-agggtacacngTGTCACCAGCa-3' UTR

1 [
3'-gccggac UGUUGUGGUCGa-5" MiRNA eoeeovecsens —

CACCAGCAlIlu.....,, J D @

UGGUCG CAGCATII oo
Seed
Imperfect
59937 match 59959
5'-gtaagaGGTTTGCCCCATCAGCt -3' UTR
SEEEl Foll::0 1T T e .mumHMATCAGC"mHmnm ............... ! [] C]
3'-gccggaC UGUUGUGGUCGa-5" miRNA Imperfect
765432
Seed
60584 8mer 60612
5'-tgGCCATlAAﬁCACCATGGTCTCﬁZ|C|A|GTIa-3' UTR
[[] [ | | !
3'-gcCGGAC UGUU-- - - - - GUGGUCGa-5" MiRNA  wooeeceeeererns .......u||I| CACCAGCA'IIu........ ................. [] @
765432 8mer
Seed
Imperfect
64985 match 65010
5'-actTCTGTATTTGTCAGGCACTAGCa -3' UTR
IR 1T mHMACTAGC"mnu ! [] Cj
3' -gccGGAC U-GU-UGUGGUCGa-5"' miRNA [mperfect
765432
Seed
Imperfect
67719 match 67742
5'-aaGTTTGATTTTTGTCCACTAGCt -3' UTR
(ol < (11111 .nM”ACTAQC"muu ! [] C]
3' -gcCGGAC UGU-UGUGGUCGa-5' miRNA Imperfect
765432
Seed
Imperfect
78297 match 78320
5' -ggGTGTGATTCCCAAGCACCATCa -3' UTR
ST LT T ] il accATC . ! ] ™
3' -gcCGGAC UGUU-GUGGUCGa-5" miRNA Imperfect

765432

Seed



2D Structure Local AU | Position ] Conservation | Predicted B

Imperfect
15705 match 15727
5'-gtGCCTGGCAAGACACACTAGCc -3' UTR
= i N .mnm"MACTAGCm"mumu ............... ! L[] Cj
3' -gcCGGAC UGUUGUGGUCGa-5' miRNA Imperfect
765432
Seed
20373 7mer-Al 20396
5'-tcagagGATTCAGAATTACCAGCa-3' UTR
| LU T LT wanill TACCAGCA I v ] 06
3'-gccggacC UGUU-GUGGUCGa-5" miRNA Tmer-Al
765432
Seed
Offset
23197 émer 23218
5'-tgGCTTGATT-ATTGCACCAGaa-3" UTR
g|h||||||: A .manMCACCAG”m"mnm ............... ! L[] C]
3" -gcCGGAC UGUUGUGGUCga-5' miRNA Offset 6mer
765432
Seed
Offset
24264 émer 24285
5'-attgCTGATTCA-GCCACCAGag-3' UTR
gH||||||: T Ea S manmCﬁCCAG”mnm"" ................ ! [] C]
3" -gccgGAC UGUUGUGGUCga-5' miRNA Offset 6mer
765432
Seed
24892 7mer-m8 24918
5'-ttggaTGATGCTGGAAGATCACCAGCt-3" UTR
(L1 ] [ LTLLL] !
3'-gccggAC ----UGUUGUGGUCGa-5"' miRNA u||I||| CACCAGC”IIm....... ................ D @
76543 7mer-m8
Seed
Imperfect
46155 match 46176

5'-accataGATGC-CAGCATCAGCa -3" UTR

CTU T TT:T1:T10T - s manmATCAQC”mnm"" ................ ! [] C]

3'-gccggaC UGUUGUGGUCGa-5"' miRNA Imperfect
765432
Seed
54846 /mer-m8 54869
5'-atcaTTAATGTATTCACACCAGCc-3' UTR
S s TLEEETT 1
3'-gccgGAC U-GUUGUGGUCGa-5"' MiRNA ocoeeererrenes .......u|||| CACCAGC”IIm....... ................ [] @
765432 7mer-m8
Seed
Imperfect
56997 match  57@20
5'-attCCTGGATTTGCCACACTGGCa -3' UTR
R R R e manmACTGGC”mnm"" ................ ! [] C]
3'-gccGGA-C UGUUGUGGUCGa-5"' miRNA Imperfect
765432
Seed
Imperfect
57058 match 57082

5'-tta?CTGGACCAGAGAACATCAGCt-3' UTR

F1T: 1 1 THT:TTT T e manMATCAGC”mumu" ................ ! [] C]

3' -gccGGAC --UGUUGUGGUCGa-5' miRNA Imperfect
765432
Seed
Imperfect
72227 match 72249

5'-ccaCCTGAGTTATTGCTCCAGCc -3' UTR

TTITT Tl =1 T T e .manMTCCAGCmHmum" ............... ! [] C]

3' -gccGGAC UGUUGUGGUCGa-5' miRNA Imperfect
765432
Seed
Offset
80533 émer 80554
5'-catCCTGGCTCAC-CCACCAGgg-3' UTR
(T1: 1T ||H||gg ................. manmCACCAG”mnm"" ................ ! [] C]
3' -gccGGAC UGUUGUGGUCga-5' miRNA Offset 6mer
765432

Seed



2D Structure Local AU | ______Position ] Conservation | Predicted B

Imperfect
12357 match 12379
5'-gtGCCTGGCAAGACACACTAGCC -3' UTR
2 LT : TTHTT T e m"mHMHACTAGC"mumnm. .............. ! [] C]
3' -gcCGGAC UGUUGUGGUCGa-5' miRNA Imperfect
765432
Seed
17025 /mer-Al 17048
5'-tcagagGATTCAGAATTACCAGCa-3' UTR
, R AN N — connttl] TACCAGCA . ! ] m®
3'-gccggacC UGUU-GUGGUCGa-5" miRNA 7mer-Al
7 65432
Seed
Offset
19849 émer 19870
5'-tgGCTTGATT-ATTGCACCAGaa-3' UTR
g||:||||| T ] e .m"muMCACCAG"mnm"m ............... ! [] C]
3' -gcCGGAC UGUUGUGGUCga-5' miRNA Offset 6mer
765432
Seed
Offset
20916 émer 20937
5'-attgCTGATTCA-GCCACCAGag-3' UTR
g|H|||||: T SIS [ ."m"mumCACCAGHMnm"m" ............. ! [] C]
3' -gccgGAC UGUUGUGGUCga-5' miRNA Offset 6mer
765432
Seed
21544 /mer-m8 21570
5'-ttggaI?f?GTTGGA?G?TTff?fFft-3' UTR
!
3'-gccggAC ----UGUUGUGGUCGa-5"' MiRNA  .cecres .........n|||| CACCAGC"IIu.......... .............. D @
Z65432 7mer-m8
Seed
Imperfect
42807 match 42828
5'-accataGATGC-CAGCATCAGCa -3' UTR
U T TETTTT T e ""mHMHATCAQthmum" ............... | [] C]
3'-gccggaC UGUUGUGGUCGa-5"' miRNA Imperfect
765432
Seed
51498 7mer-m8 53521
5'-atcaTrAf?GTfTTCfo?Tfffc-3' UTR
g 9| ¢ !
3'-gccgGAC U-GUUGUGGUCGa-5"' MiRNA oeeeeevens enillllcACCAGE hmuensr. [] @
765432 7mer-m8
Seed
Imperfect
53649 match 53672
5'-attCCTGGATTTGCCACACTGGCa -3' UTR
TTU TT =T 1T 0T~ e "m"mumACTGGCHMum"m. .............. ! [] C]
3'-gccGGA-C UGUUGUGGUCGa-5' miRNA Imperfect
7 65432
Seed
Imperfect
53710 match 53734
5'-ttaCCTGGACCAGAGAACATCAGCt -3' UTR
11T 1 T LT T T e .m"muMATCAGC"mum"m ............... | [] C]
3' -gccGGAC --UGUUGUGGUCGa-5' miRNA Imperfect
765432
Seed
Imperfect
68879 match 68901
5'-ccaCCTGAGTTATTGCTCCAGCe -3' UTR
TTUET T:1: =1 DT - e .mumumTCCAQthmum" ............... | [] C]
3' -gccGGAC UGUUGUGGUCGa-5"' miRNA Imperfect
765432

Seed



2D Structure | Local AU |___Position __] Conservation | Predicted B

Imperfect
6835 match 6861
5'-tttTTTAATTCATATGAGACACTAGCE -3' UTR

[T [T1T:11T e ."mum”ACngpnhum"". ................ ! [] (:)

3' - gccGGAC UGU- - - -UGUGGUCGa-5' miRNA Imperfect

765432

Seed

Offset
14570 émer 14591
-8aGGCAGATTCG- AACACCAGat-3" UTR

CTTEEI : TITEITET T eeeessam "m"m”CACCAG”mum". ................. ! [] C]

-gcCGGAC UGUUGUGGUCga-5' miRNA Offset 6mer

765432

Seed

Imperfect
15146 match 15167
5'-accaTTGA- TGGTAGCATCAGCa - 3' UTR

UL ] el D01 - ""mum”ATCAGC”mum"m ............... ! [] C]

" _gccgGAC UGUUGUGGUCGa-5" miRNA Imperfect
765432
Seed
32024 7mer-m8 32049
5'-ttaCCTGf{GAGCfATCTCf?ff?Tc-3' UTR
[1]] [: | !
3'-gccGGAC UGUUGUGGUCGa-5"' MiRNA  oeoeeeeerens ........nlll CACCAGC”IIu........ ................ [] @
765432 7mer-m8
Seed
Imperfect
37058 match 37081

5'-attCTTGATCTTACAGCACAAGCc -3"' UTR

FITT LTI 10T - e ""mum”ACAAGC”mum"m ............... ! [] C]

-gccGGAC UGUUGUGGUCGa-5' miRNA Impertect
765432
Seed
Imperfect
42286 match 42311
-gaGATTGGTTCACAAGAGCAGCAGCa -3' UTR
& | E ||H||| [ TITT e mumHMAGCAGC”mHmu" ................ | [] C]
3' - gcCGGAC U---GUGGUCGa-5' miRNA Imperfect
765432
Seed
57044 7mer-m8 57066
5'-cccaCTGAGCCATCTCACCAGCc-3" UTR
AR |
-gccgGAC UGUUGUGGUCGa-5" MiRNA oeereeeesens el CACCAGE s [ @
265432 7mer-m8
Seed
61119 7mer-m8 61142
5‘-aaataga?C??fGG?CTf??f?fc-3' UTR
2 )
3'-gccggac UGUU-GUGGUCGa-5" MiRNA oocoecoceens ceilllcaceace ... [] @
765432 7mer-m8
Seed
67767 7mer-m8 67790
P
: !
-gcCGGAC -GUUGUGGUCGa-5"' MiRNA  .oooeeceesees .......u|||| CACCAGC”IIu........ ................ [] @
765432 7mer-m8
Seed
Imperfect
67846 match 67868

5' -taaCTGGGTTTGCAACACTGGCC-3' UTR

LTI 0T T e "mum”ACTGQC”mum". ................. ! [] C]

-gccGGAC UGUUGUGGUCGa-5" miRNA Imperfect
765432
Seed
Imperfect
67951 match 67972
-ggcCCTG- CTGACTGCGCCAGCc -3" UTR
= TTIT L IT 00 e mnMGCCAGCmHmum" ............... ! [] C]
-gccGGAC UGUUGUGGUCGa-5' miRNA Imperfect
765432
Seed
68224 7mer-m8 68244
5‘-tcaaagcf{?ATT--Tf??fffc-B' UTR
!
3'-gccggac UGUUGUGGUCGa-5"' miRNA -||II||| CACCAGC”IIu........ ................ D @
765432 7mer-m8
Seed
71381 7mer-m8 71404
'-tgtTCTAGTACATCTTCACCAGCt-3" UTR
UL L] |
-gCCGGAC U-GUUGUGGUCGa-5"' MiRNA ooeeoseees ........u|||| CACCAGC”IIu......... ............... [] @
765432 7mer-m8

Seed



Imperfect
7903 match 7925
5' -ctc?GTGATAGAGGCCATCAGCc -3' UTR

3'—gccGGACJAACUGUUGUGGUCGa 5' miRNA

76543

3'pairing Seed

Imperfect
8982 match  9ee4
5'-acGCCTGGGTCACTTCAACAGCt -3' UTR

3' -gcCGGACUAAGUGUUGUGGUCGa-5" miRNA
1 765432

3'pairing Seed

12831 7Jmer-m8 12852
5'-tgGGTTGTCTTTC-ACACCAGCE-3" UTR

3'—gcCGGACJAACUGUUGUGGUCGa 5' miRNA

765432
3'pairing Seed

17826 Jmer-m8 17848
5'-gtagCTCCTTAAACACACCAGCg-3" UTR

3'-gccgGACUAAGUGUUGUGGUCGa-5" miRNA
1 765432

3'pairing Seed

21234 7mer-m8 21255
> -sBcasgaNeTAC AN ATEE-2" Ve

3! -gccggacUAAGUGUUGUGGUCGa 5' miRNA

765432

'pairing Seed

Imperfect
23456 match 23479
5'—ataggTTATTTGAAACCATCAGCa -3' UTR

gccggACUAAGUGUU GUGGUCGa 5' miRNA

‘pairing Seed

31862 8mer 31887
5 -ttGTTTGTTTTACTTTCTCACCAGCa 3' UTR

3'-gCCGGACUAAGUG———UUGUGGUCGa 5' miRNA
2165432

3'pairing Seed

32511 6mer 32536
5'—taGTTTGATTTTGCATTTTACCAGCt 3' UTR

gcCGGACUAAfffGUGUUGUGGUCGa 5' miRNA
‘pairing Seed

Imperfect
33365 match 33387
5'-tgggacGGTTACCATCACCGGCg -3" UTR

gccggaCUAAGUGUUGUGGUCGa 5' miRNA

‘pairing Seed

39712 7mer-Al 39734
gtaggTGTCTCATCATACCAGCa 3' UTR

3'-gccggACUAAGUGUUGUGGUCGa 5' miRNA
165432

3'pairing Seed

40263 Jmer-mg 46284
5’ -ttagTTCATT-ATCACACCAGCe-3" UTR

gcchACUAAGUGUUGUGGUCGa 5' miRNA

‘pairing Seed

45336 7mer-m8 45359
5'-ttaCTTGGrCTCCAATCACCAGCc 3" UTR

3! —gccGGACUAAGUGUU GUGGUCGa 5' miRNA
765432

3'pairing Seed

Imperfect
51037 match 51058
5'-agGTCTGCTT- AGGGCACCGGCC -3' UTR

gcCGGACUAAGUGUUGUGGUCGa 5' miRNA

765432

‘pairing Seed

56216 8mer 56239
5'-aatCCTGAGTGAACAACACCAGCa-3' UTR

3'-gccGGACU- AAGUGUUGUGGUCGa-5" miRNA
1 765432

3'pairing Seed

56381 8mer 56403
5' -acccacagcTAAGAGCACCAGCa 3' UTR

gccggacuaAGUGUUGUGGUCGa 5' miRNA

765432

‘pairing Seed

Imperfect
63104 match 63124
5'-gaGCATGGCTCAT——CATCAGCg -3' UTR

3’ -gcCGGACUAAGUGUUGUGGUCGa 5' miRNA

‘pairing Seed

Imperfect
71306 match 71328
5'-taatcacAATCGCTACATCAGCt 3' UTR

3'—gccggacUAAGUGUUGUGGUCGa 5' miRNA
165432

'pairing Seed

73933 7mer-m8 73954
5'-ccaCCGTCTTTAT- CCACCAGCc-3' UTR

3’ -gccGGACUAAGUGUUGUGGUCGa 5' miRNA

‘pairing Seed

76771 8mer 76798
5'-atcTCTCAGTCACTAGAAGTCACCAGCa 3' UTR

3'—gccGGACUAAGUG———UU——GUGGUCGa 5' miRNA
2165432

'pairing Seed

80620 /mer-ms8 80641
5'-cacaCT-AGTCACCACACCAGCc-3" UTR

-gccgGACUAAGUGUUGUGGUCGa-5" miRNA
5141 765432

3'pairing Seed

el ATCAGC s

Imperfect

anllaacacc i,

Imperfect

caccAGC i

7mer-m8

7mer-m8

caccAGC i

7Tmer-m8

6mer

wnllaccaaclin.,

Imperfect

will TACCAGCA [l
Tmer-Al

CACCAGthm"m

7Tmer-m8

caccAGC .
7mer-m8

anllaccaaclinm

Imperfect

CACCAGCAmm

8mer

cACCAGCA e

8mer

cennnntlll ATCAGC s

Imperfect

el ATCAGC s

Imperfect

chCAGC"mumm

mer-mg&

CACCAGCAhmuu

8mer

cACCAGClnmmuuene

7mer-m8

[
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®

™

0G




L 2DStructure _________________ Local AU L____Position ____] Conservation | Predicted B

11691 8mer 11716
5'-gaaagcacIIT???GAT?T?????Ta-3' UTR
!
3'-gccggac UGU---UGUGGUCGa-5"' MiRNA  ocevceiesens .......u||I| CA%CAGCA|II||........ ................. D @
765432 smer
Seed
Imperfect
16315 match 16337
5'-gacCCTGACTTCCATCCCCAGCa -3' UTR
g TTITT L= 1T T 00T - e ."mHMHCCCAGCmHmum. ................ ! [] Cj
3' -gccGGAC UGUUGUGGUCGa-5"' miRNA Impertect
765432
Seed
21251 7mer-m8 21273
s
: !
3'-gccGGAC UGUUGUGGUCGa-5" MiRNA oooreerieens .......u||I| CACCAGC"IIn........ ................ [] @
z65432 7mer-m8
Seed
24647 /mer-m8 24669
5'-gcaagtcc TTTGAAACACCAGCc-3' UTR
L= [TLTLLNTI |
3'-gccggac UGUUGUGGUCGa-5" MiRNA coecreeeeens ........ulll CACC/-\GCHIIu........ ................ [] @
265432 7mer-m8
Seed
31830 /mer-m8 31859
5'-agaCTTG-- TAAAAGCACCAGCt-3"' UTR
AR |
3'-gccGGAC UGUUGUGGUCGa-5"' MiRNA eooeoreonnns cenmilllcaceacC ... [ @
765432 Tmer-m8
Seed
39921 g8mer 39941
S AP ST e T
: !
3'-gcCGGAC UGUUGUGGUCGa-5' MiRNA rcccernssns .......u||I| CA%CAGCA|II||........ ................. D @
765432 smer
Seed
Imperfect
42229 match 42254
5'-ttGCTGGGATTACAAACGCATCAGCt -3' UTR
T 1: 11111 TN ."mHMHATCAGC"mum"" ................ ! [] C]
3' -gcCGGA UGUU- - -GUGGUCGa-5" miRNA Impertect
765432
Seed
Imperfect
49606 match 49628
5'-cctagacAGTAACAGCACTAGCc -3' UTR
5 DTN TTT T e ."mHMHACTAGC"mum"" ................ | [] C]
3'-gccggac UGUUGUGGUCGa-5" miRNA Imperfect
765432
Seed
Imperfect
76699 match 76721
5'-ctcgCTGAGCCATCTCGCCAGCc -3' UTR
g|||| TR mumHMGCCAGCmHmum. ................ | [] Cj
3' -gccgGAC UGUUGUGGUCGa-5" miRNA Imperfect
7 65432
Seed
76934 /mer-m8 76956
5'—ccca|C'|I'|(-L|’-\GCiI|ATCT|C,i\|C|CIAﬁic-3' UTR
: !
3'-gccgGAC UGUUGUGGUCGa-5" MiRNA oceeevseems .......u||I| C;\CCA%C"IIH........ ................ D @
265432 mer-me

Seed



2D Structure Local AU |_____Position _] Conservation | Predicted B

70 8mer 92
5'-gccctccaagaggccCACCAGCa-3" UTR

3'-gccggacuaaguguuGUGGUCGa-5" miRNA
265832

CACCAGCA||||||... ! D @

8mer
3'pairing Seed ¢
3532 7mer-m8 3553
5'-tcagTTCATTCA- GACACCAGCt 3' UTR
[EEEE = TLETLLT . | " ! ]
3' -gccgGACUAAGUGUUGUGGUCGa-5" miRNA illicAccAccliin
R 7mer-m§
3'pairing Seed
Imperfect
11641 match 11663
5'—ctcCGTGATAGAGGCCATCAGCc-3' UTR
A IR .........u||I||ATCAGCII|II|||. ! ] (@]
3 -gccGGACUAAGUGUUGUGGUCGa 5' miRNA Imperfect
3'pairing Seed
Imperfect
12720 match 12742
5'-acGCCTGGGTCACTTCAACAGCE -3' UTR
VORI wilarcrcc ! [ (@)
3' -gcCGGACUAAGUGUUGUGGUCGa-5" miRNA Imperfect
2esasa
3'pairing Seed
16569 7mer-m8 16590

5 -tgGGTTGTCTTTC ACACCAGCt-3' UTR

A | 1
3" »gcCGGACUAAGUGUUGUGGUCGa 5' miRNA |H|CACCAGC|M| - []
e 7mer-m8
3'pairing Seed
21564 7mer-m8 21586
5'-gtagCTCCTTAAACACACCAGCE-3' UTR
[t T . I " ! ]
3'-gccgGACUAAGUGUUGUGGUCGA-5" MiRNA  ecooeeoven el lCACCAGC [y -
765432 7mer-m8
3'pairing Seed -
24972 7mer-m8 24993
5'-ggcaagaATGTAC- ACACCAGCt-3' UTR
iy . | " ! ]
3'-gccggaclAAGUGUUGUGGUCGa-5" miRNA allllCACCAGC I .
R 7mer-m8
3'pairing Seed
Imperfect
27194 match 27217
5'-ata TTATTTGAAACCATCAGCa 3' UTR
gg‘ Tz LTI T T e ,_,,.....|||||ATCAGC"||||..,..,,,.,, ............ ! ] @
3' -gccggACUAAGUGUU-GUGGUCGa-5" miRNA Imperfect
: 2esa3a
3'pairing Seed
35600 8mer 35625
5'-ttGTTTGTTTTACTTTCTCACCAGCa-3" UTR
I LELELLL | | ! ]
3" -gcCGGACUAAGUG---UUGUGGUCGa 5' miRNA antlllICACCAGCA
2165432 8mer
3'pairing Seed :
36249 émer 36274

5 —taGTTTGATTTTGCATTTTACCAGCt 3' UTR

NV ) willaccacelim ! O ™
—gcCGGAC UAA- - - GUGUUGUGGUCGa-5" miRNA 6mer
: Tesa3s
3'pairing Seed
Imperfect
37103 match 37125
5'-tgggacGGTTACCATCACCGGCE -3' UTR
EE8 Ll T 11T ChE S ........llll'lACCGGC"|II| ! D @
3'-gccggaCUAAGUGUUGUGGUCGa-5"' miRNA Imperfect
2esaiz
3'pairing Seed
43450 7mer-Al 43472
5'-gtaggTGTCTCATCATACCAGCa-3" UTR
AN , wntll TACCAGCA 1 0
3'-gccggACUAAGUGUUGUGGUCGa-5" miRNA Tmer-A
2css
3'pairing Seed
44001 7mer-m8 44922

Sl -ttagTTCfTT ATCACACCAGCc-3" UTR

3" -gcchACUAAGUGUUGUGGUCGa 5' miRNA

7mer-m8
3'pairing Seed
49074 7mer-m8 49997
5'-ttaCTTGGTCTCCAATCACCAGCc-3' UTR
[l fel L LI . | " ! ]
-BCCGEACUAAGUGUU-GUGGUCGA-5" MIRNA oo wonnnnntllll CACCAGC s -
7mer-m§
3'pairing Seed )
Imperfect
54775 match 54796

5'- GTCTGCTT AGGGCACCGGC -3'" UTR
e ST LT 20000 L L [— "m"um“ACCGGC"mu"

3'-gcCGGACUAAGUGUUGUGGUCGa-5" miRNA Imperfect
2esaiz
3'pairing Seed
59954 gmer 59977

5'-aatCCTGAGTGAACAACACCAGCa-3" UTR

[LEEE L TEEEETLTT 1
3'-gccGGACU- AAGUGUUGUGGUCGa-5" miRNA willlcaccace Al L
65432 8mer
3'pairing Seed
60119 gmer 60141
5'-acccacagc TAAGAGCACCAGCa-3" UTR
Il LTI | | ! ]
3'-gccggacuaAGUGUUGUGGUCGa-5" miRNA annlllICACCAGC Al
Zesasa G
3'pairing Seed :
Imperfect
66842 match 66862
aGCATGGCTCAT——CATCAGC -3' UTR
i FIl: 1Tl ] | ER T — ""mum"ATCAGC"muu 1 [] E]
-gc CGGACJAA(UGUUGUGGUCGa 5' miRNA Wit e
3'pairing Seed
Imperfect
75044 match 75066
S'—taatcacAATCGCTACATCAGCt 3' UTR
11 T T _,,,,,,,...||I|ATCA_GC"I||....,,,,,,, .............. ! ] @
3'-gccggacUAA(UGUUGUGGUCGa 5' miRNA Imperfect
3'pairing Seed
77671 7mer-m8 77692

8" —ccaCCGTCTTTAT CCACCAGCc-3' UTR

[ 1l [LLLLLL !
3'-gccGGACJAAGUGUUGUGGUCGa 5' MIRNA  ecoeeeeveen .""munH|CACCAGC"huuu. - 0
7165432 Tmer-m§
3'pairing Seed )
80509 8mer 80536

5'-atcTCTCAGTCACTAGAAGTCACCAGCa-3" UTR

3'-gccGGACUAAGUG---UU--GUGGUCGa-5" miRNA

s5a1s
3'pairing Seed
84358 7mer-m8 84379
5'-cacaCT-AGTCACCACACCAGCc-3' UTR
[LETEEE FEELELL L [ I ! ]
3'-gccgGACUAAGUGUUGUGGUCGa-5" MiRNA oo reesssnnnnttlllHHICACCAGC lhnassens -
765432 Tmer-m8
3'pairing Seed
Offset
94001 émer 94023

5'-gt TGATGTTCTACACCAG t-3' UTR
g cga‘ 1 NI ? |||I||CACCAG"|II|

gccggACJAAhUGUUGUGGUCga 5' miRNA Offset 6mer

3'pairing Seed



Imperfect
102 match 124
5'-ccta?GGATTCATGGTACCAGTa-3' UTR

ARRRN [T
3" -gccgGAC UGUUGUGGUCGa-5' miRNA

765432

Seed

Imperfect
7251 match 7273
5'-tcagg{C?ITA?TTAﬁTT????a-3' UTR

3'-gccggAC UGUUGUGGUCGa 5' miRNA
Seed
10835 7mer-Al 10859

5'-tgGCATTGTfrrTTGAGTffffFTa-3' UTR
NN RS

3'-gcCG-GAC UGUUGUGGUCGa-5" miRNA
765432
Seed
12007 gmer 12027

NI

3'-gcCGGAC UGUUGUGGUCGa-5" miRNA
Seed
Imperfect
12429 match 12452

5'-attCTTG?TCITATAGC?ﬁA???c-3' UTR
[:]] ]

3'-gccGGAC UGUUGUGGUCGa-5" miRNA
765432
Seed
17475 8mer 17497

5’ -ataCTA?TrITfTTTff?ff?fa 3' UTR

3' -gccGGAC UGUUGUGGUCGa-5"' miRNA
Tseed
22186 8mer 22210
5 -aaaagaaATATATAAGTCACCAGCa- 3' UTR
-gccggacI LGLL--GLLLLLéa 5' miRNA
TSeed
31299 gmer 31319

5'-aaGCTTGCAATC-C--CACCAGCa-3" UTR

3' -gcCGGAC UGUUGUGGUCGa-5" miRNA
Seed
Imperfect
43950 match 43971

5 -atagCTcTATﬁAc Ac?ﬁT???c-3' UTR
[l [T 1]

3'-gccgGAC UGUUGUGGUCGa-5" miRNA
765432
Seed
Imperfect
49378 match 49400

-gg?GTTGGGTCACATCTCCAGCt-3' UTR

UL LEEEE T L]
- gcCGGAC UGUUGUGGUCGa-5' miRNA

765432

Seed

49956 7mer-m8 49979
5'-actTfr f?TAAATTATCACCAGCt 3' UTR

[ =] TILLL
3" -gccGGACUAAGU- - GUUGUGGUCGa-5" miRNA

765432

Seed

66235 7mer-m8 66259
5'-ctgtagtt??GAAAATACACCAGCt-3' UTR

[T T
-gccggac UGU- -UGUGGUCGa-5' miRNA

765432

Seed

Imperfect
70592 match  7e614
5' -ctaﬁCTGTTTTGTAGCCCCAGCC-3' UTR

LEE Azl [T
3" -gccGGACUAAGUGUUGUGGUCGa-5" miRNA

765432

Seed

71033 8mer 71057
5'-tgtTCTGAGCTACTGTGCACCAGCa 3' UTR
3]

A e AN
' - gCCGGAC UG--UUGUGGUCGa-S' miRNA

765432

Seed

Imperfect
75228 match 75250
5'-tactgg??CCﬁ???Tﬁ?ﬁTﬁﬁﬁt-3' UTR
-gccggacC UGUUGUGGUCGa-S' miRNA
Seed

83446 7mer-m8 83468
5' -gtaggTGAAAACCATCACCAGCt-3" UTR

3'-gccggAC UGUUGUGGUCGa-5" miRNA

765432

Seed

95744 8mer 95764
5'-ctGCCTGTGTC-C-ACACCAGCa-3" UTR

LELEE LT
- gcCGGAC UGUUGUGGUCGa-5' miRNA

Seed

el ACCAGT s

Imperfect

eernttl ATCAGC llanere,

Imperfect

eenanttll TACCAGCAllirsaee.
Tmer-Al

miilllcAccaGC Al

8mer

eenantll ACAAGC s

Imperfect

CACCAGCAmm

8mer

CACCAGCAlinmmnenn
8mer

CACCAGCA e

8mer

el ACTAGC st

Imperfect

eranntll TCCAGC s

Imperfect

m"m"MJCACCAGCHm"m"m

7mer-m8

cACCAGC ..

7mer-m8

aillcceacc .

Imperfect

emnnilllcaccacealiny

8mer

el ACTAGC s

Imperfect

cACCAGC e

7mer-m8

CACCAGCA|limenee

8mer

—

[
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2D Structure Local AU | Position | Conservation | Predicted B

Imperfect
9321 match 9344
5'-cttgCTGTTTCACTGACTCCAGCt -3' UTR
g|H ITTT 1T DT - e umum“MTCCAGC"mHmum. .............. ! [] C]
3'-gccgGAC UG-UUGUGGUCGa-5"' miRNA [mperfect
765432
Seed
Imperfect
30047 match 39069
5'-gtGTTTCATTTCCAGCACCAACC -3' UTR
g Fool THE: TE:TIITE 1T e ""mumﬂACCAAC"mum"m ............... ! [] C]
3' - gcCGGAC UGUUGUGGUCGa-5' miRNA Imperfect
765432
Seed
Imperfect
32091 match 32113
5'-ctataTTATTCACAACACCAcaa -3' UTR
FLLITITTITITT e ""mum“ACCAQAmnm"m" ............... ! [] C]
3'-gccggAC UGUUGUGGUcga-5"' miRNA Imperfect
765432
Seed
37099 /mer-Al 37120

5'-ggtCATGCTT-GTAATACCAGCa-3' UTR

N N — ol TACCAGCA Mt ! ] m®

3'-gccGGAC UGUUGUGGUCGa-5"' miRNA Tmer-Al
765432
Seed
Imperfect
50073 match 50095
5'-tgacaccATTGCAC-ACACTAGCa -3' UTR
g | CIT TTHL:00T e "mumHMACTAGC"m"mum. .............. ! [] C]
3'-gccggac UGUUGUGGUCGa-5' miRNA Imperfect
765432
Seed
58838 7mer-m8 58860
5'-tt?fTrTchTTfT-Cffffffft-3' UTR
g 2| & |
3'-gcCGGAC UGUUGUGGUCGa-5" MiRNA  ceeeeeesms .........u|||| CACCAGC"IIlu......... .............. D @
765432 7mer-m8
Seed
67470 /mer-Al 67500

5'-caGCTTGATCCACTTCACAAATATACCAGCa-3" UTR

[1: ]| AN — el TACCAGCA M. v n @@

[11]]]
3' - gcCGGAC UGU- - -UGUGGUCGa-5" miRNA Tmer-Al

765432
Seed
Imperfect
72421 match 72444
5'-aaGCTTGATCTTACAGCACAAGCc -3" UTR
TN umum“MACAAGC"mHmum. .............. ! [] C]
3' -gcCGGAC UGUUGUGGUCGa-5"' miRNA [mperfect
765432
Seed
Imperfect
78229 match 78251
5'-gtgaacacaTCAGAACATCAGCg -3" UTR
g8 |||||||:”||g ................ ""mumﬂATCAGCmnm"m" ............... | [] C]
3'-gccggac UGUUGUGGUCGa-5' miRNA [mperfect
765432
Seed
Imperfect
85173 match 85197
5'-tccaCTGGTTTTCACAACACTAGac -3" UTR
[T THELTTTT 0T e .mumHMACTAGA"mum"m ............... ! [] C]
3'-gccgGAC UGUUGUGGUCga-5"' miRNA Imperfect

765432

Seed



2D Structure Local AU | Position | Conservation | Predicted B

Offset
1532 émer 1555
5'-aaaagTGTTTCAAAATCACCAGat-3' UTR
g|||||| LU TTTTTT T e ""mnm"CACCAG"mum"m ............... ! [] C]
3' -gccgghAC UGUU-GUGGUCga-5' miRNA Offset 6mer
765432
Seed
12371 dmer 12393
5'—ccacaacf{AGTT?GTf??f?fa—3' UTR
: |
3'-gccggac UGUUGUGGUCGa-5" MiRNA reecriiine .......mlll CACCAGCAlllm....... ................. D @
765432 8mer
Seed
19041 6mer 19063
5'-caagTTGACTCACAAAACCAGCt-3"' UTR
LI T PR PR T X erce | —— v n ™
3' -gccgGAC UGUUGUGGUCGa-5" miRNA 6mer
765432
Seed
Imperfect
19371 match 19393
5'-ggGCTTGGGTCACTTCTCCAGCe -3' UTR
gg||ﬂ|: ITT T 1T .mnMTCCAGC"mum"m ............... ! [] C]
3' - gcCGGAC UGUUGUGGUCGa-5' miRNA Imperfect
765432
Seed
Imperfect
19858 match 19881
5'-acagCTGATTCTTCAGCCCCAGCt -3' UTR
g||||||| U1 T .mnMCCCAGCmHmm"m. ! [] C]
3' -gccgGAC -UGUUGUGGUCGa-5"' miRNA Imperfect
765432
Seed
Imperfect
23326 match 23347
5'-ttggtccATTTA-AACATCAGCa -3' UTR
=e CUE:] TITT:TTT e .mnmnMATCAGthmum" ............... ! [] Cj
3'-gccggac UGUUGUGGUCGa-5' miRNA Imperfect
765432
Seed
Imperfect
25051 match 250876
5'-gtaCCTGAAGTCTCGCAACCCCAGCt -3' UTR
g TTITT L TT:TIT DT - e .manMCCCAGC"mhmnm ............... ! [] C]
3' -gccGGAC UGUUGUGGUCGa-5' miRNA [mperfect
765432
Seed
25695 dmer 25714
5'-gcaffr?---TGTGTff??fFTa-a' UTR
HE )
3'-gccGGAC UGUUGUGGUCGa-5" MiRNA occeceiins .......mlll CACCAGCAlllm....... ................. D @
765432 8mer
Seed
Imperfect
31310 match 31331
5'-ttggtccATTTA-AACATCAGCa -3' UTR
g 1 TITT:TTT .mHMATCAGC"mnm"m" ! [] C]
3'-gccggac UGUUGUGGUCGa-5' miRNA Imperfect
765432
Seed
40986 8mer 41005
ST T
!
3'-gccggac UGUUGUGGUCGa-5" MiRNA eeeeoeeerenns emntilllcACCAGC Al [] @
765432 8mer
Seed
Imperfect
46215 match 46235
5'-agGCAT-ATTCA-AGCACTAGCa -3' UTR
g||| LUTTT 1001111 e "mumMACTAGCmHmum. ................ ! [] C]
3' -gcCGGAC UGUUGUGGUCGa-5"' miRNA [mperfect
765432
Seed
50201 7mer-m8 5223
5'-cccaf??fGCffTCTTf??f?fc-3' UTR
g |
3'-gccgGAC UGUUGUGGUCGa-5" MiRNA . recevceesensns .......mlll CACCAGC"IIm....... ................ I:I @
765432 7mer-m8
Seed
Imperfect
73667 match 73687
5'-agGCAT-ATTCA-AGCACTAGCa -3' UTR
g||| CEETT 1110 - eeeeeeeannm "mum"ACTAGC"mnm". ................. | [] C]
3' -gcCGGAC UGUUGUGGUCGa-5' miRNA Imperfect
765432

Seed



L 2DStructure ________________| Local AU L____Position ____] Conservation | Predicted B

12468 /mer-m8 12488
AT T
: !
3'-gccGGAC UGUUGUGGUCGa-5' mMiRNA .ceeeererens .........ulll CACCAGC"IIu......... ............... D @
Z65432 7mer-m8
Seed
16367 7mer-m8 16389
5'-cttCCTGATTCTAAACACCAGCg-3' UTR
NERRAAR AR RARRR !
3' -gccGGAC UGUUGUGGUCGa-5' MiRNA .ooeeceeeiesms .......u|I| CACCAGC"IIu....... ................. I:I @
265432 7mer-m8
Seed
16477 7mer-m8 16498
5'-agtCATAAATT-TGACACCAGCc-3"' UTR
[ 1 1 = LITLI]] !
3'-gccGGAC UGUUGUGGUCGa-5" MiRNA ococeeeeoees | [NCloyNCle) || — [] @
265432 7mer-m8
Seed
19867 7mer-Al 19889
5' —atGTCTG,iAGlTAACCAGﬁi?Z,IAflCa—3' UTR I| |I
[ |11 N ol lGACCAGCA e enee..... ! T
3'-gcCGGAC UGUUGUGGUCGa-5"' miRNA ' Tmer-Al ' D @
7 65432
Seed
27379 gmer 27405
5'-gttgac|G|A|T|TG|C,|AGTT|CCT|C|A|C|C,i\|G|Ca—3' UTR
!
3'-gccggacC U---GUUGUGGUCGa-5"' MiRNA . cvceevreins .......u|||| CAC;CAGCAlllm....... ................. D @
765432 smer
Seed
Imperfect
39797 match 39819
5'-taGCCTG-- TCGCAGTTCACTAGCa -3' UTR
LTTIT T1:0T: D1 - e "mHMHACTAQC"mnm". ................. ! [] C]
3' -gcCGGAC UGUU- - GUGGUCGa-5" miRNA Imperfect
765432
Seed
Imperfect
43671 match 43693
5'-cctgCTGAGCCATGTCGCCAGCc -3' UTR
g|||| (12 [:111TT - e "mHMHGCCAGC"mnm". ................. ! [] C]
3' -gccgGAC UGUUGUGGUCGa-5' miRNA Imperfect
7 65432
Seed
58401 gmer 58427
O
: !
3'-gcCGGAC UGU-UGUGGUCGa-5"' mMiRNA vceceeeeens ........u|||| CACiCAGCAlllm........ ................ D @
765432 8mer
Seed
Offset
63574 émer 63598
5'-atGTTTGTTTCCACAGGCACCAGat-3"' UTR
IR R R "mHMHCACCAG"mnm". ................. ! [] C]
3' -gcCGGAC UGU-UGUGGUCga-5' miRNA Offset 6mer
Seed
64566 /mer-m8 64590
5'—cca|CG'|I'|GG|TCC|TG,|AGGG|C|Af|C|A|G(|Zt-3' UTR
g 3 & |
3'-gccGGAC UGUUGUGGUCGa-5' MiRNA  .rceccrresms .........ulll CACCACiCHIIu......... ............... I:l @
765432 7mer-m8

Seed



Imperfect

1105 match 1124

297:

48!

5 -(a(CTGFCAT--GTGG[TGWWg -3' UTR
Lellll: L]
3'-2CCGGCACUGACCUCUGACAAU-5" miRNA

3'pairing Seed

Imperfect

match 2997
SI-caCCT?FT?T--?TﬁGiI?FFE -3' UTR
3'-accGGCACUGACCUCUGACAAU-5' miRNA

3'pairing  Seed

Imperfect
51 match — 487e
5 —cacCT?F??T——GT?GiI?FFg 3' UTR
|
EN -aCCGGC»XkUuA(ﬁcucuﬁA(AAu 5' miRNA

‘pairing seed
Imperfect
672 match 6743
5'-:3:[T?F??T ?T GiI?FFg 3" UTR
3'-accGGCACUGACCUCUGACAAU-5' miRNA
i
3'pairing Seed
Imperfect
859 match 6
5‘fcacCT?aﬁ?lr—?T?G?I?FFg 3" UTR
3'-ECCGGCAUJGACCLICUGA(AAU 5' miRNA
3! Seed
Imperfect
10469 match 10488
5" -(a(CTGT‘CAT--GTGG[TGT‘T‘g -3'" UTR
LIl ] f:] ]
3'-accGGCACUGACCUCUGACAAU-5' miRNA
Zesiaa
3'pairing Seed
Imperfect
1234, match 12361
5'-cacCT?K??T»»?TﬁGiI?FFg -3' UTR
3'-accGGCACUGACCUCUGACAAU-5' miRNA
3'pairing  Seed
Imperfect

142

16087

179,

15 match 14234
5" -caccTGW??T--GTGGiI?WWg -3 UTR
| |
3'-accGGCACUGACCUCUGACAAU-5' miRNA

3'pairing Seed
Imperfect
match 16106
AT
3'-accGGCACUGACCUCUGACAAU-5" miRNA
Zdidaa
3'pairing  Seed
Imperfect

59 match 17978
5 —cacCTGTbAT——GTGGiI?FFg 30 UTR

3'-accGGCACUCACCUCUGACAAU-5' miRNA

Seed
Imperfect

1983 match 19856

S'-cacCTGTCAT--GTGG[TGTTg 3" UTR
UL ] L]
3'-accGGCACUGACCUCUGACAAU-5' miRNA
esdas

3'pairing Seed

Imperfect

2170 match

28
5'—caccTGvrAl——GTGGcTGTTg 3' UTR

3'-accGGCu(UGAccucuGA(AAu 5' miRNA

i pairing  Seed
Imperfect

23581 match 23600

25454

5 -(acCTGFCAT--GTGG[TGWWg -3" UTR
AN
3'-2CCGGCACUGACCUCUGACAAU-5" miRNA

3'pairing Seed

Imperfect

match 25473
5'-cacCTGTGAT

GTGGC
s Ll

3'—accGGCr'UGACCHCUGAC Au-5' miRNA

3'pairing  Seed
Imperfect
27326 match 27345
5 —cacCT?F??T——GTGGiI?WWg 3" UTR
3'-accGGCACU nﬂccucuﬁA(AAu 5' miRNA
3 Seed
Imperfect
3668 match 36700
5'-ca:CT?F??T--?TGGiI?FFg -3' UTR
3'-accGGCACUGACCUCUGACAAU-5 miRNA
Zdiiaa
3'pairing Seed
Imperfect
3855 match 38572
5'—caccT?a??l——?T?Gii?FFg 3" UTR
3'-ECCGGCAgUuACCLlcuﬁA(AAu 5' miRNA
s'pairing  Seed
Imperfect
4042 match 40444
S'-(a(CTGTCAT--GTGG[TGTTg 3" UTR
sULEE: | L]
3'-accGGCACUGACCUCUGACAAU-5' miRNA
Zesiaa
3'pairing Seed
Imperfect
42297 match 42316
5'-caccT?K??T GTGG?I?FFg 3" UTR
3'-accGGCACUGACCUCUGACAAU-5' miRNA
3'pairing  Seed
Imperfect
441 natch 44188

4604

479

69
5" -ca(CTGF??T--GTGGiI?WFg -3 UTR
|
3'-accGGCACUGACCUCUGACAAU-5' miRNA

ing “Seed

3'pa
Imperfect

match 46060

5'-ca:CT?Fi?T--?T?GiI?FFg -3' UTR

3'-accGGCACUGACCUCUGACAAU-5' miRNA

3'pairing  Seed

Imperfect
12 match 47931
5'-cacCTGTGAT--GTGGCTGTT -3' UTR

3 -aCCGGCAtUuACCUCuGA(AAu 5' miRNA

‘pairing Seed
Imperfect
4978 match 49804
5'-CECCTGTGAT--GTGG[TGTTg -3' UTR
AT e AN
3 —a::GGC~(UhACCUCUGACAAu 5' miRNA
Ry
3'pairing Seed
Imperfect
51657 match 51676
5'—cacCT?aﬁll ?TﬁG?I?FFg—Z' UTR
3'-2CCGGCACUGACCUCUGACAAU-5" miRNA
i pairing  Seed
Imperfect
53529 match 53548
5" -(aCCTGT‘CAT--GTGG[TGT‘T‘g -3'" UTR
LEEL: ] f:] ]
3'-2CcGGCACUGACCUCUGACAAU-5" miRNA
3'pairing seed
Imperfect
5540 match 20
5'-cacCT?Ki?T»»?TﬁGiI?FFg 37 UTR
3'-accGGCACUCACCUCUGACAAU-5' miRNA
3'pairing  Seed
Imperfect
57. match 57293

5913.

609!

274
5" -ca(CTGTGAT--GTGG[TGTTg -3' UTR

AN NN
3 -accGGC~tUuACCUCUGACAAu 5' miRNA

‘pairing Seed

Imperfect
match 59151
S'-:a:CTGF??T--?TGGiI?FFg -37UTR

3'-accGGCACUGACCUCUGACAAU-5" miRNA
Eteisrgts

3'pairing Seed

Imperfect
99 match 61018
5'-cacCTGTGAT--GTGGCTGTTg -3" UTR

3 -a:cGGCAgUuAccucuGA(AAu 5' miRNA

.MrrTGTT"m

allecrarlliy

Imperfect

il TGTT"m

Imper

allecrarlly
Iy

allecrerlim

Imperfect

allscrer g
Imperfect

alleeteT Tl
Imperfect

allscterrllin

Ty

mﬂGCTGTT"m

il TGTT"m

Imper

nﬂGCTGTT"m

allecrerlim

Imperfect

.MrrTGTT"m

allecerlliy

Imperfect

.MrrTGTT"m

mper

allecrarlliy
Imperfect

alecrerllim

Imperfect

allscterrlli

alleeteT Tl
Imperfec

allscrer
Imperfect

allecarlliy

Imperf

allscrerlig

Imperfect

ilecrarlln
[

il TGTT"hn

Imper

.MrPTGTT"m

Ty

allecrarlliy

Imperfect

ullscter /g
Tmperfect

mﬂGCTGTT"m

ullscter Tl
Iy




